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SEQUENCE LISTING 



(1) GENERAL INFORMATION; 

(i) APPLIcVnT: JOHNSON, EUGENE M 

MILBRANDT, JEFFREY D 
KOTZBAUER, PAUL T 
LAMPE, PATRICIA A 
KLEIN, ROBERT 
DESAUVAGE, FRED 

(ii) TITLE OF INVENTION: PERSEPHIN AND RELATED GROWTH FACTOR 
(iii) NUMBER OF SEQUENCES: 239 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSE?E: HOWELL & HAFERKAMP, L.C. 

(B) STREET: 1733 FORSYTH BOULEVARD, SUITE 1400 

(C) CITY: ST A LOUIS 

(D) STATE: MO) 

(E) COUNTRY: U&A 

(F) ZIP: 63105^ 

(v) COMPUTER READABLfc FORM: 

(A) MEDIUM TYPE :\ Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSCTEM: E€vDOS/MS-DOS 

(D) SOFTWARE: Patent 1% jh\$ase #1.0, Version #1.30 

(vi) CURRENT APPLICATION^ 

(A) APPLICATION NU1 

(B) FILING DATE: 

(C) CLASSIFICATION: 

(viii) ATTORNEY/AGENT INFORMATION: 

(A) NAME: HOLLAND, DONALD R. 

(B) REGISTRATION NUMBER: 35,197 

(C) REFERENCE /DOCKET NUMBER : 97148 6 

(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: 314-727-5YL88 

(B) TELEFAX: 314-727-6092 



(2) INFORMATION FOR SEQ ID NO:l: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 102 amino acids\ 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 

Ala Arg Leu Gly Ala Arg Pro Cys Gly L^u Arg Glu Leu Glu Val Arg 
15 lA 15 

Val Ser Glu Leu Gly Leu Gly Tyr Ala Sen Asp Glu Thr Val Leu Phe 
20 25 \ 30 
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Arg Tyr Cjis Ala Gly Ala Cys Glu Ala Ala Ala Arg Val Tyr Asp Leu 
35\ 40 45 

Gly Leu Arg\Arg Leu Arg Gin Arg Arg Arg Leu Arg Arg Glu Arg Val 
50 \ 55 60 

Arg Ala Gin Pto Cys Cys Arg Pro Thr Ala Tyr Glu Asp Glu Val Ser 
65 \ 70 75 80 

Phe Leu Asp Ala\ His Ser Arg Tyr His Thr Val His Glu Leu Ser Ala 
^85 90 95 

Arg Glu Cys Ala ^ys Val 
100 

(2) INFORMATION FOR SE(A ID NO: 2: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10Q amino acids 

(B) TYPE: amino\ acid 

(C) STRANDEDNESS 

(D) TOPOLOGY: lihear 

(ii) MOLECULE TYPE: protein 



(xi) SEQUENCE DESCRIPTION^ SEQ ID NO: 2: 



Pro Gly Ala Arg Pro Cys 
1 5 



jeu Arg Glu Leu Glu Val Arg Val Ser 
10 15 



Glu Leu Gly Leu Gly Tyr Ttjj 
20 



\r Asp Glu Thr Val Leu Phe Arg Tyr 
25 30 



Cys Ala Gly Ala Cys Glu 
35 



Ua lie Arg lie Tyr Asp Leu Gly Leu 
\0 45 



Arg Arg Leu Arg Gin Arg Arg Atg Val Arg Arg Glu Arg Ala Arg Ala 
50 55 \ 60 

His Pro Cys Cys Arg Pro Thr Ala\ Tyr Glu Asp Glu Val Ser Phe Leu 
65 70 \ 75 80 

Asp Val His Ser Arg Tyr His Thr ieu Gin Glu Leu Ser Ala Arg Glu 
85 \ 90 95 

Cys Ala Cys Val 
100 

(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 6 
(D) OTHER INFORMATION: /note= "ANY riMINO ACID" 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 

Ser Gly Ala Arg Pro Xaa Gly Leu Arg Glu Leu Glu Val Ser Val Ser 
1 \ 5 10 15 



(2) INFORMATION YFOR SEQ ID NO: 4: 

- ( i ) SEQUENCE' CHARACTERISTICS : 

(A) LENGTH: 10 amino acids 

(B) TYPEL: amino acid 

(C) STRAW DEDNESS : 

(D) . TOPODOGY: linear 

(ii) MOLECULE TYfE : peptide 



(ix) FEATURE: 

(A) NAME/KEY\ Modif ied-s ite 

(B) LOCATIONS 1 

(D) OTHER INFORMATION: /note= "ANY AMINO ACID" 

(ix) FEATURE: 

(A) NAME /KEY : Modif ied-site 

(B) LOCATION: 6> 
(D) OTHER INFORMATION : /note= "SERINE OR CYSTEINE" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4 : 
Xaa Cys Ala Gly Ala Xaa V^u£Ala Ala Val 

i s \y\ io 

(2) INFORMATION FOR SEQ ID NOi 

(i) SEQUENCE CHARACTERISTIC 

(A) LENGTH: 2 3 amino a^ids 

(B) TYPE: amino acid 
<C) STRANDEDNESS : 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 1 

(D) OTHER INFORMATION: /note=\"ANY AMINO ACID" 

(ix) FEATURE: 

(A) NAME /KEY : Modif ied-site 

(B) LOCATION: 2 

(D) OTHER INFORMATION: /note= "AfjY AMINO ACID 1 ' 

(ix) FEATURE: 

(A) NAME /KEY : Modif ied-site 

(B) LOCATION: 17 
(D) OTHER INFORMATION: /note= "GLUT^AMINE OR GLUTAMIC ACID" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 

Xaa Xaa Val Glu Ala Lys Pro Cys Cys Gly Pro. Thr Ala Tyr Glu Asp 
1 5 10 \ 15 
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Xaa Va\L Ser Phe Leu Ser Val 
20 

(2) INFORMATION FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) ^YPE: amino acid 

(C) S^RANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULeX TYPE: peptide 
\ 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 

Tyr His Thr LemGln Glu Leu Ser Ala Arg 
1 \5 10 

(2) INFORMATION FOR SELQ ID NO: 7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 197 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: Mnear 

(ii) MOLECULE TYPE: ptfptein 



(xi) SEQUENCE DESCRIPTI0N//S6O ID NO: 7: 

Met Gin Arg Trp Lys Ala iLlayAla Leu Ala Ser Val Leu Cys Ser Ser 
1 5 10 15 

Val Leu Ser lie Trp Met Cyte Arg Glu Gly Leu Leu Leu Ser His Arg 
20 \ 25 30 

Leu Gly Pro Ala Leu Val ProY eu His Ar 9 Leu Pro Ar 9 Thr Leu Asp 
35 \0 45 

Ala Arg lie Ala Arg Leu Ala Gin Tyr Arg Ala Leu Leu Gin Gly Ala 
50 55 \ 60 

Pro Asp Ala Met Glu Leu Arg Glu\Leu Thr Pro Trp Ala Gly Arg Pro 
65 70 \ 75 80 

Pro Gly Pro Arg Arg Arg Ala Gly Bro Arg Arg Arg Arg Ala Arg Ala 
85 \ 90 95 

Arg Leu Gly Ala Arg Pro Cys Gly Le\ Arg Glu Leu Glu Val Arg Val 
100 105\ 110 

Ser Glu Leu Gly Leu Gly Tyr Ala Ser Asp Glu Thr Val Leu Phe Arg 
115 . 120 \ 125 

Tyr Cys Ala Gly Ala Cys Glu Ala Ala A^a Arg Val Tyr Asp Leu Gly 
130 135 \ 140 

Leu Arg Arg Leu Arg Gin Arg Arg Arg Leu\ Arg Arg Glu Arg Val Arg 
145 150 \155 160 
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Ala <^ln Pro Cys Cys Arg Pro Thr Ala Tyr Glu Asp Glu Val Ser Phe 
165 170 175 

Leu As\p Ala His Ser Arg Tyr His Thr Val His Glu Leu Ser Ala Arg 
180 185 190 

Glu Cys\Ala Cys Val 
U95 

(2) INFORMATION FOR SEQ ID NO: 8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 195 amino acids 

(B) TYPE : amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE\ TYPE : protein 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8: 

Met Arg Arg Trp\ Lys Ala Ala Ala Leu Val Ser Leu lie Cys Ser Ser 
1 \5 10 15 

Leu Leu Ser Val Trp Met Cys Gin Glu Gly Leu Leu Leu Gly His Arg 
20 \ 25 30 

Leu Gly Pro Ala Leu Ala Pro Leu Arg Arg Pro Pro Arg Thr Leu Asp 
35 \ 40 45 

Ala Arg lie Ala Ar^ Leu Ala Gin Tyr Arg Ala Leu Leu Gin Gly Ala 
50 \ 55 60 

Pro Asp Ala Val Glu W^4*?w Glu Leu Ser Pro Trp Ala Ala Arg lie 
65 Tflf J 75 80 

Pro Gly Pro Arg Arg AijjAla Gly Pro Arg Arg Arg Arg Ala Arg Pro 
85 A 90 95. 

Gly Ala Arg Pro Cys GlyVieu Arg Glu Leu Glu Val Arg Val Ser Glu 
100 \ 105 110 

Leu Gly Leu Gly Tyr Thr Ser Asp Glu Thr Val Leu Phe Arg Tyr Cys 
115 \ 120 125 

Ala Gly Ala Cys Glu Ala Ala\lle Arg lie Tyr Asp Leu Gly Leu Arg 
130 135\ 140 

Arg Leu Arg Gin Arg Arg Arg Val Arg Arg Glu Arg Ala Arg Ala His 
145 150 \» 155 160 

Pro Cys Cys Arg Pro Thr Ala Tyr Glu Asp Glu Val Ser Phe Leu Asp 
165 \ 170 175 

Val His Ser Arg Tyr His Thr Leu\Gln Glu Leu Ser Ala Arg Glu Cys 
180 \185 190. 

Ala Cys Val 
195 

(2) INFORMATION FOR SEQ ID NO: 9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 306 base pairs 
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(B) TYPE: nucleic acid 
(i) STRANDEDNESS: single 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 9: 
GCGCGGTTGG GGGCC^CGGCC TTGCGGGCTG CGCGAGCTGG AGGTGCGCGT GAGCGAGCTG 60 

GGCCTGGGCT ACGCG^CCGA CGAGACGGTG CTGTTCCGCT ACTGCGCAGG CGCCTGCGAG 120 

GCTGCCGCGC GCGTCTACGA CCTCGGGCTG CGACGACTGC GCCAGCGGCG GCGCCTGCGG 180 

CGGGAGCGGG TGCGCGCfiCA GCCCTGCTGC CGCCCGACGG CCTACGAGGA CGAGGTGTCC 2 40 

TTCCTGGACG CGCACAGC^G CTACCACACG GTGCACGAGC TGTCGGCGCG CGAGTGCGCC 300 

TGCGTG \ 306 

(2) INFORMATION FOR SfeQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 300 base pairs 

(B) TYPE: nucueic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: Uinear 

(ii) MOLECULE TYPE: &DNA 

(xi) SEQUENCE DESCRIPTION : J3EQ ID NO:10: 

CCGGGGGCTC GGCCTTGTGG GCTGC^^^GT^TCGAGGTGC GCGTGAGCGA GCTGGGCCTG 60 

GGCTACACGT CGGATGAGAC CGTGCT^TTp/cGCTACTGCG CAGGCGCGTG CGAGGCGGCC 12 0 

ATCCGCATCT ACGACCTGGG CCTTCGGCGC CTGCGCCAGC GGAGGCGCGT GCGCAGAGAG 180 

CGGGCGCGGG CGCACCCGTG TTGTCGCCCG ACGGCCTATG AGGACGAGGT GTCCTTCCTG 24 0 

GACGTGCACA GCCGCTACCA CACGCTGGPUA GAGCTGTCGG CGCGGGAGTG CGCGTGCGTG 300 



(2) INFORMATION FOR SEQ ID NO: 1] 

(i) SEQUENCE CHARACTERISTICS^ 

(A) LENGTH: 591 base pai 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 1 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ IDWO:ll: 

ATGCAGCGCT GGAAGGCGGC GGCCTTGGCC TCAGTGCTCT GCAGCTCCGT GCTGTCCATC 60 

TGGATGTGTC GAGAGGGCCT GCTTCTCAGC CACCGCCTCG GACCTGCGCT GGTCCCCCTG 120 

CACCGCCTGC CTCGAACCCT GGACGCCCGG ATTGCCCGCC TGGCCCAGTA CCGTGCACTC 180 
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CTGCAGGGGG CCCCGGATGC GATGGAGCTG CGCGAGCTGA CGCCCTGGGC TGGGCGGCCC 240 

CCAGGTCCGC GCCGTCGGGC GGGGCCCCGG CGGCGGCGCG CGCGTGCGCG GTTGGGGGCG 300 

CGGCCTTGCG GGCTGCGCGA GCTGGAGGTG CGCGTGAGCG AGCTGGGCCT GGGCTACGCG 360 

TCCGACGAGA CGGTGCTGTT CCGCTACTGC GCAGGCGCCT GCGAGGCTGC CGCGCGCGTC 4 20 

TACGACCTCG GGCTGC^ACG ACTGCGCCAG CGGCGGCGCC TGCGGCGGGA GCGGGTGCGC 4 80 

GCGCAGCCCT GCTGCCG^CC GACGGCCTAC GAGGACGAGG TGTCCTTCCT GGACGCGCAC 54 0 

AGCCGCTACC ACACGGTG&A CGAGCTGTCG GCGCGCGAGT GCGCCTGCGT G 591 
(2) INFORMATION FOR \eQ ID NO: 12: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 585 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDN^SS: single 

(D) TOPOLOGY: \linear 



(ii) MOLECULE TYPE: 



cDNA 



iCGTGCGAGG 



(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 12 
ATGAGGCGCT GGAAGGCAGC GGCCO[TGGTG TCGCTCATCT 
TGGATGTGCC AGGAGGGTCT GCTCTfGGGC CACCGCCTGG 
CGACGCCCTC CACGCACCCT GGACGCCpGC ATCGCCCGCC 
CTCCAGGGCG CCCCCGACGC GGTGGAGC^ QGAGAACTTT 
CCGGGACCGC GCCGTCGAGC GGGTCCCCGff CG^CGGCGGG 
TGTGGGCTGC GCGAGCTCGA GGTGCGCGTdl\AGCGAGCTGG 
GAGACCGTGC TGTTCCGCTA CTGCGCAGGC 
CTGGGCCTTC GGCGCCTGCG CCAGCGGAGG C(*CGTGCGCA 
CCGTGTTGTC GCCCGACGGC CTATGAGGAC GAGGTGTCCT 
TACCACACGC TGCAAGAGCT GTCGGCGCGG GAG^GCGCGT 
(2) INFORMATION FOR SEQ ID NO: 13: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 348 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



GCAGCTCCCT 
GACCCGCGCT 
TGGCCCAGTA 
CTCCCTGGGC 
CGCGGCCGGG 
GCCTGGGCTA 
CGGCCATCCG 
GAGAGCGGGC 
TCCTGGACGT 
GCGTG 



GCTATCTGTC 
TGCCCCGCTA 
TCGCGCTCTG 
TGCCCGCATC 
GGCTCGGCCT 
CACGTCGGAT 
CATCTACGAC 
GCGGGCGCAC 
GCACAGCCGC 



60 
120 
180 
240 
300 
360 
420 
480 
540 
585 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:13: 
GGAGGGAGAG CGCGCGGTGG TTTCGTCCGT GTGCCCCGCG dcCGGCGCTC CTCGCGTGGC 60 
CCCGCGTCCT GAGCGCGCTC CAGCCTCCCA CGCGCGCCAC CCCGGGGTTC ACTGAGCCCG 120 
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GCGAGCCCGG VsGAAGACAGA GAAAGAGAGG CCAGGGGGGG AACCCCATGG CCCGGCCCGT 
GTCCCGCACC CTGTGCGGTG GCCTCCTCCG GCACGGGGTC CCCGGGTCGC CTCCGGTCCC 
CGCGATCCGG ATGGCGCACG CAGTGGCTGG GGCCGGGCCG GGCTCGGGTG GTCGGAGGAG 
TCACCACTGA CCGGGTCATC TGGAGCCCGT GGCAGGCCGA GGCCCAGG 
(2) INFORMATION FOR SEQ ID NO: 14: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 87 base pairs 

(B) TYRE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY : linear 

(ii) MOLECULE TYPE: cDNA 



180 
240 
300 
348 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14: 
TGCTACCTCA CGCCCCCCGA) CCTGCGAAAG GGCCCTCCCT GCCGACCCTC GCTGAGAACT 
GACTTCACAT AAAGTGTGGG AACTCCC 
(2) INFORMATION FOR SEQ ID NO:15: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 19\a^ino acids 

(B) TYPE: arain. 
(O strandedne; 
(D) TOPOLOGY: tune^r 

(ii) MOLECULE TYPE: rJefttide 



60 
87 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15: 

Met Gin Arg Trp Lys Ala Ada Ala Leu Ala Ser Val Leu Cys Ser Ser 
1 5 \ 10 15 

Val Leu Ser 



(2) INFORMATION FOR SEQ ID NO: 16:) 

(i) SEQUENCE CHARACTERISTICS:) 

(A) LENGTH: 19 amino acic^s 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID N©:16: 

Met Arg Arg Trp Lys Ala Ala Ala LeuWal Ser Leu lie Cys Ser Ser 
1 5 \0 15 

Leu Leu Ser 
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(2) INFORMATION FOR SEQ ID NO: 17: 

(i) SEQUENCE CHARACTERISTICS: 

(A) \lENGTH: 57 base pairs 

(B) ArYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECUDE TYPE: cDNA 



(xi) SEQUENCER DESCRIPTION: SEQ ID NO: 17: 
ATGCAGCGCT GGAAGGOGGC GGCCTTGGCC TCAGTGCTCT GCAGCTCCGT GCTGTCC 57 
(2) INFORMATION FOR SEQ ID NO: 18: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 57 base pairs 

(B) TYPE: hucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPEt cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18: 
ATGAGGCGCT GGAAGGCAGC GGGCCTGGTG TCGCTCATCT GCAGCTCCGT GCTATCT 
(2) INFORMATION FOR SEQ ID N0^19: 

(i) SEQUENCE CHARACTE1= 

(A) LENGTH: 7 6 an 

(B) TYPE: amino 

(C) STRANDEDNESS: 

(D) TOPOLOGY: lir 



57 



(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 

lie Trp Met Cys Arg Glu Gly Leu Leu Leu Ser His Arg Leu Gly Pro 
1 5 \ 10 15 

Ala Leu Val Pro Leu His Arg Leu Pro Arg Thr Leu Asp Ala Arg lie 
20 \ 25 30 

Ala Arg Leu Ala Gin Tyr Arg Ala\ Leu Leu Gin Gly Ala Pro Asp Ala 
35 40 \ 45 

Met Glu Leu Arg Glu Leu Thr Pro Vrp Ala Gly Arg Pro Pro Gly Pro 
50 55 \ 60 

Arg Arg Arg Ala Gly Pro Arg Arg ArVj Arg Ala Arg 
65 70 \ 75 

(2) INFORMATION FOR SEQ ID NO: 20: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 228 base pairs 



48063550.doc 



131 



(B) \ TYPE: nucleic acid 

(C) \STRANDEDNESS : single 

(D) VoPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 20: 

ATCTGGATGT GTCGAC^GGG CCTGCTTCTC AGCCACCGCC TCGGACCTGC GGTGGTCCCC 60 

CTGCACCGCC TGCCTCC^AC CCTGGACGCC CGGATTGCCC GCCTGGCCCA GTACCGTGCA 120 

CTCCTGCAGG GGGCCCCC^GA TGCGATGGAG CTGCGCGAGC TGACGCCCTG GGCTGGGCGG 180 

CCCCCAGGTC CGCGCCGTfcG GGCGGGGCCC CGGCGGCGGC GCGCGCGT 228 
(2) INFORMATION FOR pEQ ID NO:21: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH : \ 228 base pairs 

(B) TYPE: niicleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY :\ linear 

(ii) MOLECULE TYPE: tcDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 21: 
GTCTGGATGT GCCAGGAGGG TCTGOTCTTG GGCCACCGCC TGGGACCCGC GCTTGCCCCG 



CTACGACGCC CTCCACGCAC CCTGG/4CC 
CTGCTCCAGG GCGCCCCCGA CGCGGTC 
ATCCCGGGAC CGCGCCGTCG AGCGGG^ 
(2) INFORMATION FOR SEQ ID NO? 



:GCATCGCCC GCCTGGCCCA GTATCGCGCT 
fCGAGAAC TTTCTCCCTG GGCTGCCCGC 
fGGCGTCGGC GGGCGCGG 



60 
120 
180 
228 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 7 6 amino a\:ids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ IB NO: 22: 

Val Trp Met Cys Gin Glu Gly Leu leu Leu Gly His Arg Leu Gly Pro 
1 5 \ 10 15 

Ala Leu Ala Pro Leu Arg Arg Pro PrV> Arg .Thr Leu Asp Ala Arg lie 
20 25\ 30 

Ala Arg Leu Ala Gin Tyr Arg Ala Leu\Leu Gin Gly Ala Pro Asp Ala 
35 40 \ 45 

Val Glu Leu Arg Glu Leu Ser Pro Trp A^a Ala Arg lie Pro Gly Pro 
50 55 \ 60 
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Arg Arg Ang Ala Gly Pro Arg Arg Arg Arg Ala Arg 
65 \ 70 75 

(2) INFORMATION FOR SEQ ID NO: 23: 

( i ) SEQUENCE \CHARACTERISTICS : 

(A) LENGTH: 95 amino acids 

(B) TYPE:\ amino acid 

(C) STRANG 

{ D ) TOPOLdGY : 1 inear 
(ii) MOLECULE TY^E: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 23: 

Met Gin Arg Trp Lyl Ala Ala Ala Leu Ala Ser Val Leu Cys Ser Ser 
1 5 \ 10 15 

Val Leu Ser lie Trp \Met Cys Arg Glu Gly Leu Leu Leu Ser His Arg 
20 \ 25 30 

Leu Gly Pro Ala Leu \tal Pro Leu His Arg Leu Pro Arg Thr Leu Asp 
35 \ 40 45 

Ala Arg lie Ala Arg LeVi Ala Gin Tyr Arg Ala Leu Leu Gin Gly Ala 
50 \ 55 60 

Pro Asp Ala Met Glu Leu\Arg Glu Leu Thr Pro Trp Ala Gly Arg Pro 
65 70 \ 75 80 

Pro Gly Pro Arg Arg Arg Ala Giy Pro Arg Arg Arg Arg Ala Arg 
85 \ / J 90 95 

(2) INFORMATION FOR SEQ ID NO: 2 

(i) SEQUENCE CHARACTERISTIC 

(A) LENGTH: 95 amino 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID WO:24: 

Met Arg Arg Trp Lys Ala Ala Ala Leu Val Ser Leu lie Cys Ser Ser 
1 5 \ 10 15 

Leu Leu Ser Val Trp Met Cys Gin Glu\Gly Leu Leu Leu Gly His Arg 
20 25 \ 30 

Leu Gly Pro Ala Leu Ala Pro Leu Arg Arg Pro Pro Arg Thr Leu Asp 
35 40 \ 45 

Ala Arg lie Ala Arg Leu Ala Gin Tyr Aria Ala Leu Leu Gin Gly Ala 
50 55 \ 60 

Pro Asp Ala Val Glu Leu Arg Glu Leu Ser\Pro Trp Ala Ala Arg He 
65 70 VS 80 

Pro Gly Pro Arg Arg Arg Ala Gly Pro Arg AVg Arg Arg Ala Arg 
85 90 . \ 95 
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(2) INFORMATION FOR SEQ ID NO: 25: 

(i) SEQUENCE CHARACTERISTICS: 

(A) \eNGTH: 285 base pairs 

(B) TTYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:25: 
ATGCAGCGCT GGAAGGCGGC GGCCTTGGCC TCAGTGCTCT GCAGCTCCGT GCTGTCCATC 60 
TGGATGTGTC GAGAGGGCGT GCTTCTCAGC CACCGCCTCG GACCTGCGCT GGTCCCCCTG 120 
CACCGCCTGC CTCGAACCCT GGACGCCCGG ATTGCCCGCC TGGCCCAGTA CCGTGCACTC 180 
CTGCAGGGGG CCCCGGATGC\ GATGGAGCTG CGCGAGCTGA CGCCCTGGGC TGGGCGGCCC 24 0 

CCAGGTCCGC GCCGTCGGGC EGGGCCCCGG CGGCGGCGCG CGCGT 2 85 

(2) INFORMATION FOR SEQ ID NO: 26: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 28S base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: lVnear 

(ii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTIOfl/^SSQ ID NO: 26: 
ATGAGGCGCT GGAAGGCAGC GGCCCTOGTG 2*CGCTCATCT GCAGCTCCCT GCTATCTGTC 60 
TGGATGTGCC AGGAGGGTCT GCTCTT^&GC CACCGCCTGG GACCCGCGCT TGCCCCGCTA 120 
CGACGCCCTC CACGCACCCT GGACGCCCGC ATCGCCCGCC TGGCCCAGTA TCGCGCTCTG 180 
CTCCAGGGCG CCCCCGACGC GGTGGAGCTTL CGAGAACTTT CTCCCTGGGC TGCCCGCATC 240 
CCGGGACCGC GCCGTCGAGC GGGTCCCCGg\cGTCGGCGGG CGCGG 285 
(2) INFORMATION FOR SEQ ID NO:27:\ 

(i) SEQUENCE CHARACTERISTICS : \ 

(A) LENGTH: 169 base pairU 

(B) TYPE: nucleic acid \ 

(C) STRANDEDNESS: single \ 

(D) TOPOLOGY: linear \ 

(ii) MOLECULE TYPE: cDNA \ 

" (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 27: 
ATGCAGCGCT GGAAGGCGGC GGCCTTGGCC TCAGTGGTCT GCAGCTCCGT GCTGTCCATC 60 
TGGATGTGTC GAGAGGGCCT GCTTCTCAGC CACCGCCTCG GACCTGCGCT GGTCCCCCTG 120 
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CACCGCCTGC CTCGAACCCT GGACGCCCGG ATTGCCCGCC TGGCCCAGT 169 
(2) INFORMATION FOR SEQ ID NO: 28: 

(i) SEQUENCE CHARACTERISTICS: 

(A) EKNGTH: 425 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOKOLOGY: linear 

(ii) MOLECULE \TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 28: 
ACCGTGCACT CCTGCAGGG& GCCCCGGATG CGATGGAGCT GCGCGAGCTG ACGCCCTGGG 60 

CTGGGCGGCC CCCAGGTCCG\ CGCCGTCGGG CGGGGCCCCG GCGGCGGCGC GCGCGTGCGC 120 

GGTTGGGGGC GCGGCCTTGC fcGGCTGCGCG AGCTGGAGGT GCGCGTGAGC GAGCTGGGCC 180 

TGGGCTACGC GTCCGACGAG ApGGTGCTGT TCCGCTACTG CGCAGGCGCC TGCGAGGCTG 24 0 

CCGCGCGCGT CTACGACCTC GC3GCTGCGAC GACTGCGCCA GCGGCGGCGC CTGCGGCGGG 300 

AGCGGGTGCG CGCGCAGCCC TGQTGCCGCC CGACGGCCTA CGAGGACGAG GTGTCCTTCC 3 60 

TGGACGCGCA CAGCCGCTAC CACACGGTGC ACGAGCTGTC GGCGCGCGAG TGCGCCTGCG 4 20 

TGTGA \ 4 25 

(2) INFORMATION FOR SEQ ID *to:29: 

(i) SEQUENCE CHARACTERISTICS': 

(A) LENGTH: 169 basfe tfaiy 

(B) TYPE: nucleic actijf 

(C) STRANDEDNESS: sii^le 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SE$ ID NO: 29: 
ATGAGGCGCT GGAAGGCAGC GGCCCTGGTG TCjpCTCATCT GCAGCTCCCT GCTATCTGTC 60 
TGGATGTGCC AGGAGGGTCT GCTCTTGGGC CA(\CGCCTGG GACCCGCGCT TGCCCCGCTA 120 
CGACGCCCTC CACGCACCCT GGACGCCCGC ATCC^CCCGCC TGGCCCAGT 169 
(2) INFORMATION FOR SEQ ID NO: 30: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 419 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:30\ 
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ATCGCGCTCT GCTCCAGGGC GCCCCCGACG CGGTGGAGCT 
CTGCCCGCAT CCCGGGACCG CGCCGTCGAG CGGGTCCCCG 
GGGCTCGGCC TTGTGGGGTG CGCGAGCTCG AGGTGCGCGT 
ACACGTCGGA TGAGACCGTG CTGTTCCGCT ACTGCGCAGG 
GCATCTACGA CCTGGGCCT* CGGCGCCTGC GCCAGCGGAG 



CGCGGGCGCA CCCGTGTTGT y^CGCCCGACGG CCTATGAGGA 
TGCACAGCCG CTACCACACG ^TGCAAGAGC TGTCGGCGCG 
(2) INFORMATION FOR SEQ^ID NO: 31: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 94 \amino acids 

(B) TYPE: amino\ acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: pritein 



ID NO:31: 



TCGAGAACTT 
GCGTCGGCGG 
GAGCGAGCTG 
CGCGTGCGAG 
GCGCGTGCGC 
CGAGGTGTCC 
GGAGTGCGCG 



TCTCCCTGGG 
GCGCGGCCGG 
GGCCTGGGCT 
GCGGCCATCC 
AGAGAGCGGG 
TTCCTGGACG 
TGCGTGTGA 



(xi) SEQUENCE DESCRIPTIOl 

Cys Gly Leu Arg Glu Leu 
1 5 

Tyr Ala Ser Asp Glu Thr 
20 




Arg Val Ser Glu Leu Gly Leu Gly 
10 15 

Phe Arg Tyr Cys Ala Gly Ala Cys 
25 30 



60 
120 
180 
240 
300 
360 
419 



Glu Ala Ala Ala Arg Val Tyr y^sp Leu Gly Leu Arg Arg Leu Arg Gin 
35 40 45 



Arg Arg Arg Leu Arg Arg Glu Atg Val Arg Ala Gin Pro Cys Cys Arg 
50 55 \ 60 

Pro Thr Ala Tyr Glu Asp Glu Val Ser Phe Leu Asp Ala His Ser Arg 
65 70 \ 75 80 

Tyr His Thr Val His Glu Leu Ser kla Arg Glu Cys Ala Cys 
85 \ 90 



(2) INFORMATION FOR SEQ ID NO: 32: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 94 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 32; 

Cys Gly Leu Arg Glu Leu Glu Val Arg Val Ber Glu Leu Gly Leu Gly 
1 5 10 \ 15 
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Tyr Thr Ser\Asp Glu Thr Val Leu Phe Arg Tyr Cys Ala Gly Ala. Cys 
10 25 30 

Glu Ala Ala JLLe Arg lie Tyr Asp Leu Gly Leu Arg Arg Leu Arg Gin 
35 \ 40 .45 

Arg Arg Arg Vau. Arg Arg Glu Arg Ala Arg Ala His Pro Cys Cys Arg 
50 \ 55 60 

Pro Thr Ala Tyr Vsiu Asp Glu Val Ser Phe Leu Asp Val His Ser Arg 
65 \ 70 75 80 

Tyr His Thr Leu Gin Glu Leu Ser Ala Arg Glu Cys Ala Cys 
83 . 90 

(2) INFORMATION FOR SEq\iD NO: 33: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 aVnino acids 

(B) TYPE: aminolacid 

(C) STRANDEDNESS; 

(D) TOPOLOGY: liViear 

(ii) MOLECULE TYPE: pedtide 



(ix) FEATURE: 

(A) NAME /KEY : Modi£ied-si te 

(B) LOCATION: 2 

(D) OTHER INFORMATION: /note= "SERINE OR THREONINE" 

< ix ) FEATURE : 

(A) NAME /KEY : Modif i\: 
<B) LOCATION: 3 

(D) OTHER IN FORMAT 1 01^: //^o^= "GLUTAMIC ACID OR AS PART I C 

ACID" 



(xi) SEQUENCE DESCRIPTION :v$Jpg*<fD NO: 33: 

Val Xaa Xaa Leu Gly Leu Gly^j 
1 5 

(2) INFORMATION FOR SEQ ID NO: 34: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 amino acids 
<B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME /KEY : Modif ied-site 

(B) LOCATION: 2 

(D) OTHER INFORMATION: /note= "THREONINE OR GLUTAMIC ACID" 

(ix) FEATURE: 

(A) NAME /KEY : Modif ied-site 

(B) LOCATION: 3 

(D) OTHER INFORMATION: /note= "VALINE OR LEUCINE" 

(ix) FEATURE: 

(A) NAME /KEY : Modif ied-site 
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(B\ LOCATION: 4 

(D)\ OTHER INFORMATION: /note= "LEUCINE OR ISOLEUCINE" 

(ix) FEATUF 

(A) NJ^IE/KEY: Modified-site 

(B) LOCATION: 9 

(D) OTHpR INFORMATION : /note= "ALANINE OR SERINE" 

(ix) FEATURE: 

(A) NAMEXKEY: Modified-site 

(B) LOCATION: 11 

(D) OTHER\INFORMATION: /note= "ALANINE OR SERINE" 

(ix) FEATURE: 

(A) NAME/KEV: Modified-site 

(B) LOCATION: 13 
(D) OTHER INFORMATION: /hote= "GLUTAMIC ACID OR ASPARTIC 



ACID" 



(ix) FEATURE: 

(A) NAME /KEY : itfodif ied-site 

(B) LOCATION: 14 

(D) OTHER INFORMATION: /note= "ALANINE OR SERINE" 



(2) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 34: 

Glu Xaa Xaa Xaa Phe Arh Tyr Cys Xaa Gly Xaa Cys Xaa Xaa Ala 



1 5 
INFORMATION FOR SEQ ID NC\:35: 



15 



(i) SEQUENCE CHARACTERISTIC^ 

(A) LENGTH: 15 amino! 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear^ 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME /KEY: Modified-sit 

(B) LOCATION: 5 

(D) OTHER INFORMATION: /not\= "THREONINE OR VALINE OR 
ISOLEUCINE" 

(ix) FEATURE: 

(A) .NAME/KEY: Modified-site 

(B) LOCATION: 7 

(D) OTHER INFORMATION: /note= \TYROSINE OR PHENYLALANINE" 

(ix) FEATURE: 

(A) NAME/KEY: Modified-site 

(B) LOCATION: 8 

(D) OTHER INFORMATION: /note= "GLUTAMIC ACID OR ASPARTIC 

ACID" 

(ix) FEATURE: 

(A) NAME/KEY: Modified-site 

(B) LOCATION: 10 

(D) OTHER INFORMATION: /note* "GLUTAMIC ACID OR ASPARTIC 

ACID" 



(ix) FEATURE: 

(A) NAME/KEY: Modified-site 
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(B) LOCATION: 11 

(D) OTHER INFORMATION: /note= "VALINE OR LEUCINE* 



) OTI 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 35: 

Cys Cys Arg\Pro Xaa Ala Xaa Xaa Asp Xaa Xaa Ser Phe Leu Asp 
1 \ 5 10 15 

(2) INFORMATION F&R SEQ ID NO: 36: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TYPE :\ amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) 
(ix) 

(ix) 

ACID" 
(ix) 



FEATURE : 

(A) NAME/KEY \ Modif ied-site 

(B) LOCATION :\ 5 

(D) OTHER INFORMATION: /note- "ALANINE OR SERINE' 

FEATURE : 

(A) NAME/KEY: ^odif ied-site 

(B) LOCATION: 

(D) OTHER INFORMATION: /note= "ALANINE OR SERINE" 

FEATURE : 

(A) NAME/KEY: Mo4}if iep>site 

(B) LOCATION: 9 

(D) OTHER INFORMATION :Z7lnote= "GLUTAMIC ACID OR ASPARTIC 



FEATURE : 

(A) NAME /KEY : Modi^ed-s^te 

(B) LOCATION: 10 

(D) OTHER INFORMATIja^T /note- "SERINE OR ALANINE' 



(xi) SEQUENCE DESCRIPTION: 9£Q ID NO: 36: 

Phe Arg Tyr Cys Xaa Gly Xaa )Cys Xaa Xaa Aia 
1 5 \ 10 

(2) INFORMATION FOR SEQ ID NO: 37: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 5 

(D) OTHER INFORMATION: /note= 

(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 7 



ALANINE OR SERINE" 
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(D) OTHER INFORMATION: /note* "ALANINE OR SERINE" 

<ix) FEATURE^: 

(A) NAME /KEY : Modif ied-site 

(B) LOCATION : 9 
(D) OTHER INFORMATION: /note= "GLUTAMIC ACID OR ASPARTIC 



ACID" 



(ix) FEATURE: 

(A) NAME/feEY: Modif ied-site 
<B) LOCATION: 10 
(D) OTHER \INFORMATION: /note= "SERINE OR ALANINE" 



(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 37: 

Phe Arg Tyr Cys Xaa Gly Xaa Cys Xaa Xaa Ala 
1 5\ 10 

(2) INFORMATION FOR SEQ\lD NO: 38: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10\amino acids 

(B) TYPE: ami no\ acid 

(C) STRANDEDNESS 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peAtide 



(ix) FEATURE: 

(A) NAME /KEY: Modii 

(B) LOCATION: 5 
(D) OTHER IN FORMAT 1^ 

VALINE" 



"ISOLEUCINE OR THREONINE OR 



(ix) FEATURE: 

(A) NAME / KEY : Modif i< 

(B) LOCATION: 7 
(D) OTHER IN FORMAT ION\ 



L-site> 



Vnote^ "TYROSINE OR PHENYLALANINE" 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-s\te 

(B) LOCATION: 8 

(D) OTHER INFORMATION: /n\te= "GLUTAMIC ACID OR ASPARTIC 

ACID" 

(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site^ 

(B) LOCATION: 10 

(D) OTHER INFORMATION: /note^ "GLUTAMIC ACID OR ASPARTIC 

ACID" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NCA:38: 

Cys Cys Arg Pro Xaa Ala Xaa Xaa Asp yCaa 
1 5 U0 

(2) INFORMATION FOR SEQ ID NO: 39: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(W NAME/KEY: Modif ied-site 
(B) LOCATION: 2 

(U\ OTHER INFORMATION: /note= "TYROSINE OR PHENYLALANINE" 



(ix) 

ACID" 
(ix) 

ACID" 
(ix) 



FEATURE : 

(A) \nAME/KEY: Modif ied-site 

(B) LOCATION: 3 

(D) QTHER INFORMATION: /note= "GLUTAMIC ACID OR ASPARTIC 



FEATURED 

(A) NAME /KEY: Modi f ied-site 

(B) LOCATION: 5 
(D) OTHER INFORMATION: /note= "GLUTAMIC ACID OR ASPARTIC 



FEATURE : 

(A) NAME/&EY: Modif ied-site 

(B) LOCAT rDN : 6 
(D) OTHER INFORMATION: /note= "VALINE OR LEUCINE" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 39: 

Ala Xaa Xaa Asp Xaa Xaa Ser Phe Leu Asp 
1 5 \ 10 

(2) INFORMATION FOR SEQ YD NO: 40: 

(i) SEQUENCE CHARAcA 

(A) - LENGTH: 8 ail 

(B) TYPE: amino 

(C) STRANDEDNESSi 

(D) TOPOLOGY: lirte 

(ii) MOLECULE TYPE: pept 



(ix) FEATURE: 

(A) NAME /KEY : Modif i\ed-site 

(B) LOCATION: 2 

(D) OTHER INFORMATION /note= "GLUTAMIC ACID OR THREONINE 

(ix) FEATURE: 

(A) NAME/KEY: Modif ied\site 

(B) LOCATION: 3 

(D) OTHER INFORMATION: )(note= "LEUCINE OR VALINE* 

(ix) FEATURE: 

(A) NAME /KEY : Modif ied-si 

(B) LOCATION: 4 

(D) OTHER INFORMATION: /no\te= "ISOLEUCINE OR LEUCINE" 



(xi) SEQUENCE DESCRIPTION: SEQ ID\NO:40: 

Glu Xaa Xaa Xaa Phe Arg Tyr Cys 
1 5 



(2) INFORMATION FOR SEQ ID NO: 41: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) \ LENGTH: 13 amino acids 

(B) VTYPE: amino acid 

(C) BTRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) feature; 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 2 

{ D) OTH^R INFORMATION : /note- "GLUTAMIC ACID OR THREONINE" 

(ix) FEATURE: 

(A) NAME/teEY: Modif ied-site 

(B) LOCATION: 3 

(D) OTHER \IN FORMAT I ON : /note- "LEUCINE OR VALINE" 

(ix) FEATURE: 

(A) NAME/KEV: Modif ied-site 

(B) LOCATION: 4 

(D) OTHER INFORMATION: /note- "ISOLEUCINE OR LEUCINE" 

(ix). FEATURE: 

(A) NAME/KEY :\ Modif ied-site 

(B) LOCATION: \9 

( D) OTHER INFOftMATION: /note= "SERINE OR ALANINE" 

(ix) FEATURE: 

(A) NAME/KEY: Mbdif ied-s i te 

(B) LOCATION: l3 

(D) OTHER INFOR^TIO^I ^note= "SERINE OR ALANINE" 

(ix) FEATURE: 

(A) NAME /KEY : Modified- site 

(B) LOCATION: 13 

(D) OTHER INFORMATION: /p6te= "GLUTAMIC ACID OR ASPARTIC 

ACID" 



(xi) SEQUENCE DESCRIPTION: t>EQ ID NO: 41: 

Glu Xaa Xaa Xaa Phe Arg Tyr\ Cys Xaa Gly Xaa Cys Xaa 
1 5 \ 10 

(2) INFORMATION FOR SEQ ID NO: 42: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID i}0:42: 

GTNWSNGANY TNGGNYTNGG NTA 

(2) INFORMATION FOR SEQ ID NO: 43: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 32 base pairs 
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(BX TYPE: nucleic acid 
(C)\ STRANDEDNESS: single 
{D)\tOPOLOGY: linear 

(ii) MOLECWLE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 43 
TTYMGNTAYT GYDSNGGNDS NTGYGANKCN GC 
(2) INFORMATION FoV SEQ ID NO: 44: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 32 base pairs 

(B) TYPE: Wcleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:44 
GCNGMNTCRC ANSHNCCNSH RGARTANCKR AA 
(2) INFORMATION FOR SEQ ID NO: 45: 

(i) SEQUENCE CHARACTER I ST] 

(A) LENGTH: 29 kkse/pa^rs 

(B) TYPE: nucleia 4°^ 

(C) STRANDEDNESS A js$gle 

(D) TOPOLOGY: link 

(ii) MOLECULE TYPE: cDNf 



(xi) SEQUENCE DESCRIPTION : \SEQ ID NO: 45 
TCRTCNTCRW ANGCNRYNGG NCKRCARCA 
(2) INFORMATION FOR SEQ ID NO: 46: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 29 base pair;! 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

( D) TOPOLOGY : linear 

(ii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID N\>:46 
TCNARRAANS WNAVNTCRTC NTCRWANGC 
(2) INFORMATION FOR SEQ ID NO: 47: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 
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(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: cDNA 

(xi) SEQUENCEV DESCRIPTION: SEQ ID NO:47: 
GARRMNBTNH TNTTYM&ITA YTG 
(2) INFORMATION FOR SEQ ID NO:48: 

(i) SEQUENCE CI^RACTERISTICS ; 

(A) LENGTHS 38 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEyNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPe\ cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 48: 
GARRMNBTNH TNTTYMGNTA YTGYpSNGGN DSNTGHGA 
(2) INFORMATION FOR SEQ IdVj° :49: 

(i) SEQUENCE CHARACTERISTICS^"") 

(A) LENGTH: 1023 bAse nfeir/S: 

(B) TYPE: nucleic afcid/ \^ X 

(C) STRANDEDNESS: sM<p€ \ 

(D) TOPOLOGY: linear-Mj \ 

(ii) MOLECULE TYPE: CDNA \ J 



(xi) SEQUENCE DESCRIPTION: SEQ\ID NO: 49: 



GGAGGGAGAG 


CGCGCGGTGG 


TTTCGTCCGT 


GTGCCCCGCG 


CCCGGCGCTC 


CTCGCGTGGC 


CCCGCGTCCT 


GAGCGCGCTC 


CAGCCTCCCA 


CGCGCGCCAC 


CCCGGGGTTC 


ACTGAGCCCG 


GCGAGCCCGG 


GGAAGACAGA 


GAAAGAGAGG 


CCAGGGGGGG 


AACCCCATGG 


CCCGGCCCGT 


GTCCCGCACC 


CTGTGCGGTG 


GCCTCCTCCG 


GCACGGGGTC 


CCCGGGTCGC 


CTCCGGTCCC 


CGCGATCCGG 


ATGGCGCACG 


CAGTGGCTGG 


GGCCGGGCCG 


GGCTCGGGTG 


GTCGGAGGAG 


TCACCACTGA 


CCGGGTCATC 


TGGAGCCCGT 


GGCAGGCOGA 


GGCCCAGGAT 


GAGGCGCTGG 


AAGGCAGCGG 


CCCTGGTGTC 


GCTCATCTGC 


AGCTCCCTGC 


TATCTGTCTG 


GATGTGCCAG 


GAGGGTCTGC 


TCTTGGGCCA 


CCGCCTGGGA 


CCCGCGCTTGi 


CCCCGCTACG 


ACGCCCTCCA 


CGCACCCTGG 


ACGCCCGCAT 


CGCCCGCCTG 


GCCCAGTATC 


'gcgctctgct 


CCAGGGCGCC 


CCCGACGCGG 


TGGAGCTTCG 


AGAACTTTCT 


CCCTGGGCTG 


OCCGCATCCC 


GGGACCGCGC 


CGTCGAGCGG 


GTCCCCGGCG 


TCGGCGGGCG 


CGGCCGGGGG 


CTCGGCCTTG 


TGGGCTGCGC 


GAGCTCGAGG 


TGCGCGTGAG 


CGAGCTGGGC 


CTGGGCTACA 


CGTtCGGATGA 


GACCGTGCTG 


TTCCGCTACT 


GCGCAGGCGC 


GTGCGAGGCG 


GCCATCCGCA 


TCTACGACCT 


GGGCCTTCGG 
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CGCCTGCGCC AGCGGAGGCG CGTGCGCAGA GAGCGGGCGC GGGCGCACCC GTGTTGTCGC 

CCGACGGCOT ATGAGGACGA GGTGTCCTTC CTGGACGTGC ACAGCCGCTA CCACACGCTG 

CAAGAGCTcA CGGCGCGGGA GTGCGCGTGC GTGTGATGCT ACCTCACGCC CCCCGACCTG 

CGAAAGGGCC VTCCCTGCCG ACCCTCGCTG AGAACTGACT TCACATAAAG TGTGGGAACT 
CCC 

(2) INFORMATION FOR SEQ ID NO: 50: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 base pairs 

(B) TYPE: nucleic acid 

(C) STOANDEDNESS: single 

(D) TOCOLOGY: linear 

(ii) MOLECULE \ TYPE : cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 50: 
CCNACNGCNT AYGARGA 

(2) INFORMATION FOR S^Q ID NO: 51: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9B amino acids 

(B) TYPE: amirtp acid 

(C) STRANDEDNE5 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: prbtei 



(xi) SEQUENCE DESCRI^ 



SEQ ID NO: 51: 



840 
900 
960 
1020 
1023 



17- 



Cys Val Leu Thr Ala He wis Leu Asn Val Thr Asp Leu Gly Leu Gly 
1 5 1 \ 10 15 

Tyr Glu Thr Lys Glu Glu Leu\ lie Phe Arg Tyr Cys Ser Gly Ser Cys 
20 \ 25 30 

Asp Ala Ala Glu Thr Thr Tyr Asp Lys lie Leu Lys Asn Leu Ser Arg 
35 401 45 

Asn Arg Arg Leu Val Ser Asp Lys\ Val Gly Gin Ala Cys Cys Arg Pro 
50 55 \ 60 

lie Ala Phe Asp Asp Asp Leu Ser the Leu Asp Asp Asn Leu Val Tyr 
65 70 \ 75 80 

His He Leu Arg Lys His Ser Ala L$s Arg Cys Gly Cys 
85 \ 90 



(2) INFORMATION FOR SEQ ID NO: 52: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 
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(C) V STRANDEDNESS : single 

(D) VoPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

\ 
\ 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 52: 
ARYTCYTGNA RNGTRTffiRTA 
(2) INFORMATION FOR SEQ ID NO: 53: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 28 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 53: 
GACGAGGTGT CCTTCCTGGA CGTACACA 
(2) INFORMATION FOR SEQ ID NO: 54: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 34 blase pa*o\rs 

(B) TYPE: nucleii 

(C) STRANDEDNESS: 

(D) TOPOLOGY: lin^ 

(ii) MOLECULE TYPE: cDNA\ 



20 



28 



(xi) SEQUENCE DESCRIPTION*^ SEQ ID NO:54: 

\ 

TAGCGGCTGT GTACGTCCAG GAAGGACACC TCGT 
(2) INFORMATION FOR SEQ ID NO: 55 

(i) SEQUENCE CHARACTERISTICS 

(A) LENGTH: 2 6 base pai^s 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ It\NO:55: 
CAGCGACGAC GCGTGCGCAA AGAGCG 
(2) INFORMATION FOR SEQ ID NO: 56: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 47 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



34 



26 
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(ii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 56: 
TAYGARGACG AGGtTGTCCTT CCTGGACGTA CACAGCCGCT AYCAYAC 
(2) INFORMATION FOR SEQ ID NO: 57: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LBNGTH: 26 base pairs 

(B) TreE: nucleic acid 
<C) STRANDEDNESS: single 
( D) TOROLOGY : linear 

(ii) MOLECULE\TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 57: 
GCGGCCATCC GCATCTACG^ CCTGGG 
(2) INFORMATION FOR ^EQ ID NO: 58: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 127 base pairs 

(B) TYPE: nufcleic acid 

(C) STRANDEDNESS /single 

(D) TOPOLOGY :\ li/ 

(ii) MOLECULE TYPE: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 58: 
CRTAGGCCGT CGGGCGRCAR CACGGGT 
(2) INFORMATION FOR SEQ IDNO:59: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 27 has\ pairs 

(B) TYPE: nucleic 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linec 

(ii) MOLECULE TYPE: cDNA 




(xi) SEQUENCE DESCRIPTION: S^Q ID NO: 59: 
GCGCCGAAGG CCCAGGTCGT AGATGCG 
(2) INFORMATION FOR SEQ ID NO: 60: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 29 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: cDNA 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO:60: 
CGCTACTGCG CAGGCGCGTG CGARGCGGC 
(2) INFORMATION FOR SEQ ID NO: 61: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 27 base pairs 

(B) TYPE: nucleic acid 

(C) STIRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 61: 
CGCCGACAGC TCTTGCAGCG TRTGGTA 
(2) INFORMATION FOR EEQ ID NO:62: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH :\ 30 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY! linear 

(ii) MOLECULE TYPE:\cDt< 

(xi) SEQUENCE DESCRIPTION: Sjfe ID NO: 62: 
GAGCTGGGCC TGGGCTACGC 
(2) INFORMATION FOR SEQ ID^O:63: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 39 baste pairs 

(B) TYPE: nucleic Acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: lineai 

(ii) MOLECULE TYPE: cDNA 



29 



27 



30 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 63: 
GCGACGCGTA CCATGAGGCG CTGGAAGGCA \?CGGCCCTG 
(2) INFORMATION FOR SEQ ID NO:64: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



39 



48063550.doc 



• 

148 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 64: 

\ 30 
GACGGATCCG CATCACACGC ACGCGCACTC 

(2) INFORMATION FOR SEQ ID NO: 65: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 29 base pairs 

(B) tVpE: nucleic acid 

(C) STRANDEDNESS: single 
( d) . TOPOLOGY: linear 

(ii) MOLECULE TYPE : cDNA 

(xi) sequence Description: seq id no:65: 

\ 29 
GACCATATGC CGGGGGCTtaG GCCTTGTGG 

(2) INFORMATION FOR\SEQ ID NO: 66: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH! 30 base pairs 

(B) TYPE: rlucleic acid 

(C) , STRANDEDNESS : single 

(D) TOPOLOG^: linear 

(ii) MOLECULE TYPE\ cDNA 

(xi) SEQUENCE DESCRlWlg&1 SEQ JlD NO: 66: 

VY J 30 

GACGGATCCG CATCACACGC ACGCGCACTC/ 

(2) INFORMATION FOR SEQ I&NO:67: 

(i) SEQUENCE. CHARACTERISTICS: 

(A) LENGTH: 2 6 batee pairs 

(B) TYPE: nucleic \acid 

(C) STRANDEDNESS: Wngle 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(Xi) SEQUENCE DESCRIPTION : \sEQ ID NO: 67: 

' \ 26 

CAGCGACGAC GCGTGCGCAA AGAGCG 
(2) INFORMATION FOR SEQ ID NO: 68. 

(i) SEQUENCE CHARACTERISTICS) 

(A) LENGTH: 34 base pail 

(B) TYPE: nucleic acid ^ 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID^NO:68: 
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TAGCGGCTGT \GTACGTCCAG GAAGGACACC TCGT 
(2) INFORMATION. FOR SEQ ID NO:69: 

(i) SEQUENCE CHARACTERISTICS: 

(A) \ LENGTH: 21 base pairs 

(B) \TYPE: nucleic acid 

(C) \STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 69 
AAAAATCGGG GGTGYGTCTT A 
(2) INFORMATION Fok SEQ ID NO: 70: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 base pairs 

(B) TYPE: Inucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYFE : cDNA 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 70 
CATGCCTGGC CTACYTTGTC a\ 
(2) INFORMATION FOR SEQ ID/ tft): 71 : 

(i) SEQUENCE CHARACT^ 

(A) LENGTH: 24 Base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNES3A single 

(D) TOPOLOGY: linWr 

(ii) MOLECULE TYPE: cDN/ 



(xi) SEQUENCE DESCRIPTION \ SEQ ID NO: 71 
CTGGCGTCCC AMCAAGGGTC TTCG 
(2) INFORMATION FOR SEQ ID NO: 7^ 

(i) SEQUENCE CHARACTERISTIC^ 

(A) LENGTH: 23 base pai 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ 11^ NO: 72 
GCCAGTGGTG CCGTCGAGGC GGG 
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(2) INFORMATION FOR SEQ ID NO: 73: 

(i) SEQUENCE CHARACTERISTICS: 
(AA LENGTH: 24 base pairs 
(BMTYPE: nucleic acid 
(C) \ STRANDEDNESS : single 
(DJ \TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:73: 
GGCCCAGGAT GAGGCffiCTGG AAGG 
(2) INFORMATION FOR SEQ ID NO:74: 

( i ) SEQUENCE \CHARACTERISTICS : 

(A) LENGTH: 27 base pairs 

(B) TYPE A nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:74: 
CCACTCCACT GCCTGAWATT CWACCCC 
(2) INFORMATION FOR SEQ \d 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 b&se pail 

(B) TYPE: nuclei? 

(C) STRANDEDNESS .^s-rngle 

(D) TOPOLOGY: lij 

(ii) MOLECULE TYPE: cDNA\ 



24 



27 



(xi) SEQUENCE DESCRIPTION^ SEQ ID NO:75: 
CCATGTGATT ATCGACCATT CGGC 
(2) INFORMATION FOR SEQ ID NO:7fc: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 134 amino $cids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



24 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:76: 

Ser Pro Asp Lys Gin Met Ala Val\Leu Pro Arg Arg Glu Arg Asn Arg 
1 5 \ 10 15 
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rh\r 



50 



65 



Ala 
20 


Ala 


Asn 


Pro 


Glu 


Asn 
25 


Ser 


Arg 


Gly 


Lys 


Gly 
30 


Arg 


Arg 


Gly 


Lys 


Asn 


Arg 


Gly 
40 


Cys 


Val 


Leu 


Thr 


Ala 
45 


He 


His 


Leu 


Asp 


Leu 


Gly 


Leu 
55 


Gly 


Tyr 


Glu 


Thr 


Lys 
60 


Glu 


Glu 


Leu 


He 


vCys 


Ser 


Gly 
70 


Ser 


Cys 


Asp 


Ala 


Ala 
75 


Glu 


Thr 


Thr 


Tyr 


Asp 
80 


LVs 
\ 

Ala 

iod 


Asn 
85. 


Leu 


Ser 


Arg 


Asn 


Arg 
90 


Arg 


Leu 


Val 


Ser 


Asp 
95 


Lys 


Cys 


Cys 


Arg 


Pro 


He 
105 


Ala 


Phe 


Asp 


Asp 


Asp 
110 


Leu 


Ser 



Phe Leu Asp Asp \ Asn Leu Val Tyr His He Leu Arg 
115 \ 120 

Lys Arg Cys Gly qys He 
130 

(2) INFORMATION FOR SEd ID NO:77 

(ij SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13* amino acids 

(B) TYPE: amind acid 

(C) STRANDEDNES5 

(D) TOPOLOGY: linear, 

(ii) MOLECULE TYPE: prAte 

V 



(xi) SEQUENCE DESCRIPTION 

Ser Pro Asp Lys Gin Ala 
1 5 




Lys His Ser Ala 
125 



Q ID NO:77: 

la Ala Leu Pro 
10 



Gin Ala Ala Ala Ala Ser Prb Glu Asn Ser 
20 \ 25 

Gly Gin Arg Gly Lys Asn ArgXGly Cys Val 
35 \o 

Asn Val Thr Asp Leu Gly Leu G^.y Tyr Glu 
50 55 

Phe Arg Tyr Cys Ser Gly Ser Cys^ Glu Ser 
65 70 

\ 

Lys He Leu Lys Asn Leu Ser Arg Wr Arg 
85 \ 90 



\ 



Val Gly Gin Ala Cys Cys Arg Pro Val Ala 



100 



VaJ 
10.5 



A 



Phe Leu Asp Asp Asn Leu Val Tyr His He 



115 12 

Lys Arg Cys Gly Cys He 
130 

(2) INFORMATION FOR SEQ ID NO: 78: 



r His . 

0 A 



Arg Arg Glu Arg Asn Arg 
15 

Arg Gly Lys Gly Arg Arg 
30 

Leu Thr Ala He His Leu 
45 

Thr Lys Glu Glu Leu He 
60 

Ala Glu Thr Met Tyr Asp 
75 80 

Arg Leu Thr Ser Asp Lys 
95 

Phe Asp Asp Asp Leu Ser 
110 

Leu Arg Lys His Ser Ala 
125 
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(i) SEQUENCE CHARACTERISTICS: 

(AX LENGTH: 134 amino acids 
(BHTYPE: amino acid 

(C) \STRANDEDNESS : 

(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: protein 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:78: 



Ser Pro Asp iys Gin Ala Ala Ala Leu 
1 \ 5 



Pro Arg 
10 



Gin 


Ala 


Ala 


Al\a 
20\ 


Ala 


Gly 


Gin 


Arg 
35 


GlA 


Lys 


Asn 


Val 
50 


Thr 


Asp 


teu 


Phe 
65 


Arg 


Tyr 


Cys 


Ser 
\ 


Lys 


He 


Leu 


Lys 


As A 
85 


Val 


Gly 


Gin 


Ala 
100 


Cys 


Phe 


Leu 


Asp 
115 


Asp 


Ser 


Lys 


Arg 


Cys 


Gly 


Cys 



Arg Glu 
Ser Arg Gly Lys 



25 



40 



55 




Val Leu 



Glu Thr 



Ala Ala 
75 

Arg Arg 
90 



Thr Ala 
45 

Lys Glu 
60 

Glu Thr 



Leu Thr 



Ala Phe Asp Asp 



fal Tyr His lie Leu 
120, 



Arg Lys 
125 



Arg Asn Arg 
15 

Gly Arg Arg 
30 

lie His Leu 



Glu Leu lie 



Met Tyr Asp 
80 

Ser Asp Lys 
95 

Asp Leu Ser 
110 

His Ser Ala 



130 



(2) INFORMATION FOR SEQ ID NO:\7 9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 89 amino V cids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

( D ) TO POLOG Y : 1 i ne a r 

(ii) MOLECULE TYPE: protein 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 79: 

Cys Arg Leu Trp Ser Leu Thr Leu Pro Val Ala Glu Leu Gly Leu Gly 

1 5 \ 10- 15 

Tyr Ala Ser Glu Glu Lys Val lie pAe Arg Tyr Cys Ala Gly Ser Cys 

20 2^ 30 

Pro Gin Glu Ala Arg. Thr Gin His SeA Leu Val Leu Ala Arg Leu Arg 

35 40 \ 45 



Gly Arg Gly Arg Ala His Gly Arg Pro ICys Cys Gin Pro Thr Ser Tyr 
50 55 \ 60 
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Ala Asjb Val Thr Phe Leu Asp Asp Gin His His Trp Gin Gin Leu Pro 



65 



70 



75 



80 



Gin Leu\Ser Ala Ala Ala Cys Gly Cys 
85 

(2) INFORMATION FOR SEQ ID NO: 80: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 6 amino acids 

(B) TYPE: amino acid 

(C) StTRANDEDNESS: 

(D) TOPOLOGY : linear 

(ii) MOLECULE TYPE: protein 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 80: 

Ala Leu Ala Glly Ser Cys Arg Leu Trp Ser Leu Thr Leu Pro Val Ala 
1 V 5 10 15 

Glu Leu Gly Led Gly Tyr Ala Ser Glu Glu Lys Val lie Phe Arg Tyr 
20 \ 25 30 

Cys Ala Gly Ser Cys Pro Gin Glu Ala Arg Thr Gin His Ser Leu Val 
35 \ 40 -45 



Leu Ala Arg Leu A 
50 



Gin Pro Thr Ser Ty 
65 

Trp Gin Gin Leu Pro 
85 




g Gly Arg Ala His Gly Arg Pro Cys Cys 
60 

Thr Phe Leu Asp Asp Gin His His 
75 80 

Ser Ala Ala Ala Cys Gly Cys Gly Gly 
90 95 



(2) INFORMATION FOR SEQ ID WO:81: 
(i) SEQUENCE CHARACTERISTICS: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 81: 
This sequence is intentionally skipped. 

(2) INFORMATION FOR SEQ ID NO 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 89 amino aqids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 82: 

Cys Arg Leu Trp Ser Leu Thr Leu Pro Val Ala Glu Leu Gly Leu Gly 
1 \ 5 10 15 

Tyr Ala Spr Glu Glu Lys lie lie Phe Arg Tyr Cys Ala Gly Ser Cys 
20 25 30 

Pro Gin GlVi Val Arg Thr Gin His Ser Leu Val Leu Ala Arg Leu Arg 
35\ 40 45 

Gly Gin Gly\Arg Ala His Gly Arg Pro Cys Cys Gin Pro Thr Ser Tyr 
50 \ 55 60 

Ala Asp Val Thr Phe Leu Asp Asp His His His Trp Gin Gin Leu Pro 
65 \ 70 75 80 

Gin Leu Ser Al\a Ala Ala Cys Gly Cys 
85 

(2) INFORMATION FOR feEQ ID NO: 83: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH :\ 91 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY* linear 

(ii) MOLECULE TYPE : \pr^tein 



(xi) SEQUENCE DESCRIPftlQNi^SEQ ID NO: 83: 

Cys Arg Leu Trp Ser Leu Thr Leu Pro Val Ala Glu Leu Gly Leu Gly 
1 5 \ 10 15 

Tyr Ala Ser Glu Glu Lys \lle lie Phe Arg Tyr Cys Ala Gly Ser Cys 
20 \ 25 30 

Pro Gin Glu Val Arg Thr Gin His Ser Leu Val Leu Ala Arg Leu Arg 
35 \ 40 45 

Gly Gin Gly Arg Ala His Gli Arg Pro Cys Cys Gin Pro Thr Ser Tyr 
50 55 \ 60 

Ala Asp Val Thr Phe Leu Asp ftsp His His His Trp Gin Gin Leu Pro 
65 70 \ 75 80 

Gin Leu Ser Ala Ala Ala Cys Gly Cys Gly Gly 
85 \ 90 

(2) INFORMATION FOR SEQ ID NO: 84: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 267 base pairs 1 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
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(xi) sequence description: seq id no: 84: 
tgccgactgt\ ggagcctgac cctaccagtg gctgagctgg gcctgggcta tgcctcggag 
gagaaggtca Vtcttccgata ctgtgctggc agctgtcccc aagaggcccg tacccagcac 
agtctggtac tggcccggct tcgagggcgg ggtcgagccc atggccgacc ctgctgccag 
cccaccagct atgctgatgt gaccttcctt gatgatcagc accattggca gcagctgcct 
cagctctcag ctgcagcttg TGGCTGT 

(2) INFORMATION FOR SEQ ID NO: 85: 

(i) SEQUENCE CHARACTERISTICS:- 

(A) LENGTH: 267 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY : linear 

(ii) MOLECULE\ TYPE : cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 85: 
TGCCGGCTGT GGAGCCTgAc CCTACCAGTG GCTGAGCTTG GCCTGGGCTA TGCCTCAGAG 
GAGAAGATTA TCTTCCGATA CT^TGQTGGC AGCTGTCCCC AAGAGGTCCG TACCCAGCAC 



AGTCTGGTGC TGGCCCGTCT \fj 
CCCACCAGCT ATGCTGATGT 
CAGCTCTCAG CCGCAGCTTG 
(2) INFORMATION FOR SEQ 



"feGGC AG\ GGTCGAGCT C ATGGCAGACC TTGCTGCCAG 
^CCTTCCTT /GATGACCACC ACCATTGGCA GCAGCTGCCT 
IGCJ 

NO: 86: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 273 base pairs 

(B) TYPE: nucleia acid 

(C) STRANDEDNESS A single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 1 



60 
120 
180 
240 
267 



60 
120 
180 
240 
267 



(xi) SEQUENCE DESCRIPTION: ^EQ ID NO: 86: 

TGCCGGCTGT GGAGCCTGAC CCTACCAGTCl GCTGAGCTTG GCCTGGGCTA TGCCTCAGAG 60 

GAGAAGATTA TCTTCCGATA CTGTGCTGGC VAGCTGTCCCC AAGAGGTCCG TACCCAGCAC 120 

AGTCTGGTGC TGGCCCGTCT TCGAGGGCAG $GTCGAGCTC ATGGCAGACC TTGCTGCCAG 180 

CCCACCAGCT ATGCTGATGT GACCTTCCTT GkTGACCACC ACCATTGGCA GCAGCTGCCT 24 0 

CAGCTCTCAG CCGCAGCTTG TGGCTGTGGT GQ£ 27 3 
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(2) INFORMATION FOR SEQ ID NO: 87: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 94 amino acids 

(B) TYPE: amino acid 
(cfy STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 87: 

Cys Val Leu\Thr Ala lie His Leu Asn Val Thr Asp Leu Gly Leu Gly 
1 .^5 10 15 

Tyr Glu Thr Lys Glu Glu Leu He Phe Arg Tyr Cys Ser Gly Ser Cys 
\o 25 30 

Glu Ser Ala G5.u Thr Met Tyr Asp Lys He Leu Lys Asn Leu Ser Arg 
35 \ 40 45 

Ser Arg Arg Leu Thr Ser Asp Lys Val Gly Gin Ala Cys Cys Arg Pro 
50 \ 55 60 

Val Ala Phe Asp\Asp Asp Leu Ser Phe Leu Asp Asp Asn Leu Val Tyr 
65 \ 70 75 80 

His He Leu Arg Ays His Ser Ala Lys Arg Cys Gly Cys He 
8% ^ 90 

(2) INFORMATION FOR SEQ\ 

(i) SEQUENCE CHARACTERISTICS 

(A) LENGTH: 9^\ amino a/5ids 

(B) TYPE: amir 

(C) STRANDEDNE| 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: prtotein 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 88: 

Cys Gly Leu Arg Glu Leu\Glu Val Arg Val Ser Glu Leu Gly Leu Gly 
1 5 \ 10 15 

Tyr Thr Ser Asp Glu Thr tial Leu Phe Arg Tyr Cys Ala Gly Ala Cys 
20 \ 25 30 

Glu Ala Ala He Arg He Tjtr Asp Leu Gly Leu Arg Arg Leu Arg Gin 
35 \ 40 45 

Arg Arg Arg Val Arg Arg Glu Arg Ala Arg Ala His Pro Cys Cys Arg 
50 55 \ 60 

Pro Thr Ala Tyr Glu Asp Glu Yval Ser Phe Leu Asp Val His Ser Arg 
65 7.0 \ 75 80 

Tyr His Thr Leu Gin Glu Leu 3er Ala Arg Glu Cys Ala Cys Val 
85 \ 90 95 
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(2) INFORMATION FOR SEQ ID NO: 89: 

(i) ^SEQUENCE CHARACTERISTICS: 

\(A) LENGTH: 91 amino acids 
\(B) TYPE: amino acid 
\C) STRANDEDNESS: 
(p) TOPOLOGY: linear 

\ 

(ii) MOLECULE TYPE: protein 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 89: 



Cys Arg Leu Trp Ser Leu Thr Leu Pro Val Ala Glu Leu Gly Leu Gly 



10 



15 



Tyr Ala Ser\Glu Glu Lys Val He Phe Arg Tyr Cys Ala Gly Ser Cys 
E0 25 30 

Pro Gin Glu Ala Arg Thr Gin His Ser Leu Val Leu Ala Arg Leu Arg 
35 \ 40 45 

Gly Arg Gly Asa Ala His Gly Arg Pro Cys Cys Gin Pro Thr Ser Tyr 
50 \ 55 60 

Ala Asp Val ThA Phe Leu Asp Asp Gin His His Trp Gin Gin Leu Pro 
65 \ 70 75 80 



Gin Leu Ser Ala yUa Ala Cys Gly Cys Gly Gly 
35 90 

(2) INFORMATION FOR SE' 

(i) SEQUENCE Ct 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: sing/e 

( D) TOPOLOGY : \\ v \ineaj 

(ii) MOLECULE TYPE 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 90: 
TGCCTCAGAG GAGAAGATTA TC 
(2) INFORMATION FOR SEQ ID Md:91: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino \acids 

(B) TYPE: amino acid\ 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 




22 



(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 91 
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Ala per Glu Glu Lys lie lie 
1 \ 5 




(2) INFORMATION FOR SEQ ID NO; 92: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 
(Q) STRANDEDNESS: 
(D\ TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 92: 

Leu Gly Led Gly Tyr Glu Thr Lys Glu Glu Leu lie Phe Arg Tyr Cys 
1 \ 5 10 15 



(2) INFORMATION F&R SEQ ID NO: 93: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE :\ amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPfc: protein 



(xi) SEQUENCE DESCR 

Leu Gly Leu Gly Tyr 
1 5 



(2) INFORMATION FOR SEQ ID\NO:94: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino ac\id 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 




ID NO: 93 : 

Asp Glu Thr Val Leu Phe Arg Tyr Cys 
10 15 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 94: 

Leu Gly Leu Gly Tyr Ala Ser\Glu Glu Lys lie lie Phe Arg Tyr Cys 
1 5 \ 10 15 



(2) INFORMATION FOR SEQ ID NO: 95: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 base pairs\ 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 
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(D\ TOPOLOGY: linear 
(ii) MOLECULE TYPE: cDNA 




(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 95: 
AGTCGGGGTT GGGGTOTGCC TCA 
(2) INFORMATION ROR SEQ ID NO: 96: 

( i ) SEQUENCE\CHARACTERISTICS : 

(A) LENGTH: 26 base pairs 

(B) TYPEV nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 96: 
TATGCCTCAG AGGAGAAGAT VaTCTT 
(2) INFORMATION FOR SEQ ID NO:97: 

(i) SEQUENCE CHARAOTERISTI 

(A) ' LENGTH: 33 6 base 

(B) TYPE: nucleUc apid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: li. 

(ii) MOLECULE TYPE: cDb 

(xi) SEQUENCE DESCRIPTIO^V SEQ ID NO: 97: 
CCTCAGAGGA GAAGATTATC TTCCGATMCT GTGCTGGCAG CTGTCCCCAA GAGGTCCGTA 
CCCAGCACAG TCTGGTGCTG GCCCGTCTTiC GAGGGCAGGG TCGAGCTCAT GGCAGACCTT 
GCTGCCAGCC CACCAGCTAT GCTGATGTGA CCTTCCTTGA TGACCACCAC CATTGGCAGC 
AGCTGCCTCA GCTCTCAGCC GCAGCTTGTG\ GCTGTGGTGG CTGAAGGCGG CCAGCCTGGT 
CTCTCAGAAT CACAAGCAAG AGGCAGCCTT VgAAAGGCTC AGGTGACGTT ATTAGAAACT 
TGCATAGGAG AAGATTAAGA AGAGAAAGGG QfrCCTG 
(2) INFORMATION FOR SEQ ID NO: 98: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 



23 



26 




60 
120 
180 
240 
300 
336 



(ii) MOLECULE TYPE: protein 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 98: 

Ala Cys Cys Arg Pro Val Ala Phe Asp Asp Asp Leu Ser Phe Leu Asp 
1 \ 5 10 15 

Asp 



(2) INFORMATION \FOR SEQ ID NO:99:. 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 99: 

Pro Cys Cys Arg Bro Thr Ala Tyr Glu Asp Glu Val Ser Phe Lys Asp 
1 A 10 15 

Val 



(2) INFORMATION FOR SEQ UD N9IIO5 

(i) SEQUENCE CHARACT 
(A) LENGTH: 16 
<B) TYPE: amino E&cid 

(C) STRANDEDNESSfc 

(D) TOPOLOGY: lii 

(ii) MOLECULE TYPE: priVfeirT 



(xi) SEQUENCE DESCRIPTION: }SEQ ID NO: 100: 

Pro Cys Cys Gin Pro Thr SeA Tyr Ala Asp Val Thr Phe Leu Asp Asp 
1 5 \ 10 15 



(2) INFORMATION FOR SEQ ID NO: 101: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 6 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID Np:101: 
TCATCAAGGA AGGTCACATC AGCATA 
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(2) INFORMATION FOR SEQ ID NO: 102: 

(i) SEQUENCE CHARACTERISTICS: 

(A ) \ LENGTH: 32 base pairs 

(B) \TYPE: nucleic acid 

(C) WrANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCER DESCRIPTION: SEQ ID NO: 102 
CCACCACAGC CACAAGCTGC GGSTGAGAGC TG 
(2) INFORMATION FOR\SEQ ID NO: 103: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH* 5 amino acids 

(B) TYPE: aVtiino acid 

(C) STRANDEfDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE\ peptide 



(xi) SEQUENCE DESCRIPTION ^SE^Q ID NO: 103 

Ala Leu Ala Gly Ser 
1 5 

(2) INFORMATION FOR SEQ ID foO:104: 

(i) SEQUENCE CHARACTERSrWl 

(xi) SEQUENCE DESCRIPTIONS^ SEQ ID NO: 104 

This sequence is intentionally skipped 



(2) INFORMATION FOR SEQ ID NO:10t 

(i) SEQUENCE CHARACTERISTICS 

(A) LENGTH: 544 base pa\rs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single\ 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID\NO:10i 
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GAGGGACCTG 
CTTCTCTCAA 
CATGTCCGTC 
GTGGCTGAGC 
GGCAGCTGTC 
CGGGGTCGAG 
CTTGATGATC 
GGTGGCTGAA 
TGAAAGGCTC 
CAGG 



GACGCCCCAT 
AGCCCTCACT 
TTCCAAGAGC 
TGGGCCTGGG 



CCCAAGAGGC 
CCCATGGCCG 



AGCACCATOG 



GGAGGCCA 
AGGTGACAT 



CAGGGTAAGA 
TTGCCTTACA 
CTTGGCTGGT 
CTATGCCTCG 
CCGTACCCAG 
ACCCTGCTGC 
GCAGCAGCTG 
CTGGTGTCTC 
ACTAGAAATT 



ATTCCTGGGG 
ATCCTACTCT 
TCATGCCGAC 
GAGGAGAAGG 
CACAGTCTGG 
CAGCCCACCA 
CCTCAGCTCT 
AGAATCACAA 
TGCATAGGTA 



(2) INFORMATION FOR 



t ID NO: 106 



(xi) SEQUENCE DESCRIPTION 

Ser Glu Glu Lys lie lie 
1 5 




GCCTCCCGAC 
ACCTTGCACT 
TGTGGAGCCT 
TCATCTTCCG 
TACTGGCCCG 
GCTATGCTGA 
CAGCTGCAGC 
GCATGAGACA 
AAGATAAGAA 



TCCCCAATTC 
AGGTAACAAC 
GACCCTACCA 
ATACTGTGCT 
GCTTCGAGGG 
TGTGACCTTC 
TTGTGGCTGT 
GGCTGGGCTT 
GGGAAAGGAC 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 3\amino acids 

(B) TYPE: amine* acid 

(C) STRANDEDNES5 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: pr 



106: 



g Tyr Cys Ala Gly Ser Cys Pro Gin- 
10 15 



Glu Val Arg Thr Gin His Ser\ Leu Val Leu Ala Arg Leu Arg Gly Gin 
20 \ 25 30 

Gly Arg Ala His Gly Arg Pro Cys Cys Gin Pro Thr Ser Tyr Ala Asp 
35 40 45 

Val Thr Phe Leu Asp Asp His His His Trp Gin Gin Leu Pro Gin Leu 
50 55 \ 60 

Ser Ala Ala Ala Cys Gly Cys Gl^\ Gly 
65 70 

(2) INFORMATION FOR SEQ ID NO: 107: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 391 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



60 
120 
180 
240 
300 
360 
420 
480 
540 
544 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:lC 
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TGCCGGCTGT GGAGCCTGAC CCTACCAGTG GCTGAGCTTG 

gagaagatta\tcttccgata CTGTGCTGGC AGCTGTCCCC 

AGTCTGGTGC ^GGCCCGTCT TCGAGGGCAG GGTCGAGCTC 

CCCACCAGCT ATGCTGATGT GACCTTCCTT GATGACCACC 

CAGCTCTCAG CGGCAGCTTG TGGCTGTGGT GGCTGAAGGC 

ATCACAAGCA AGAGGCAGCC TTTGAAAGGC TCAGGTGACG 
\ 

AGAAGATTAA GAA^AGAAAG GGGACCTGAT T 
(2) INFORMATION^ FOR SEQ ID NO: 108: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYRE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: linear 

(ii) MOLECULE \YPE: protein 



GCCTGGGCTA 
AAGAGGTCCG 
ATGGCAGACC 
ACCATTGGCA 
GGCCAGCCTG 
TTATTAGAAA 



TGCCTCAGAG 
TACCCAGCAC 
TTGCTGCCAG 
GCAGCTGCCT 
GTCTCTCAGA 
CTTGCATAGG 



60 
120 
180 
240 
300 
360 
391 



(ix) FEATURE: 

(A) NAME/KfcY: Modi f ied-s ite 

(B) LOCATION: 2 

(D) OTHER INFORMATION: /note= "SERINE, THREONINE, OR 

ALANINE" 

(ix) FEATURE: 

(A) NAME /KEY :\ M^^Tf ied->ite 

(B) LOCATION: 

(D) OTHER INFORMATION ://note= "GLUTAMIC ACID OR ASPARTIC 

ACID" 



(xi) SEQUENCE DESCRIPTO° N: SE Q ID NO: 108: 

Val Xaa Xaa Leu Gly Le\i Gly Tyr 
1 5 

(2) INFORMATION FOR SEQ ID N&:109: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino tecids 

(B) TYPE: amino acid^ 

(C) STRANDEDNESS: 

( D ) TOPOLOGY : 1 inea r 

(ii) MOLECULE TYPE: protein 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-s iVe 

(B) LOCATION: 5 

(D) OTHER INFORMATION: /no^e^ "ALANINE OR SERINE* 

(ix) FEATURE: 

(A) NAME /KEY : Modif ied-site 

(B) LOCATION: 7 x 
(D) OTHER INFORMATION: /noteA "ALANINE OR SERINE* 
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(xi)\ SEQUENCE DESCRIPTION: SEQ ID NO: 109: 

PheAArg Tyr Cys Xaa Gly Xaa Cys 
1 \ 5 

(2) INFORlWlON FOR SEQ ID NO: 110: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 
(d& STRANDEDNESS: 
(DA TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



(ix) FEATURE: 

(A) iWlE/KEY: Modif ied-site 

(B) LOCATION: 2 

(D) OTHER INFORMATION: /note= "ASPARTIC ACID, GLUTAMIC 
ACID OR NO AmJnO ACID" 

( ix ) FEATURE ! 

(A) NAiyfe/KEY: Modi f ied-s ite 

(B) LOCATION: 3 

(D) OTHfc^R INFORMATION: /note= "VALINE OR LEUCINE" 

(ix) FEATURE: 

(A) NAMEMEY: Modif ied-site 

(B) LOCATION: 4 

(D) OTHER \IN FORMAT ION: /note- "SERINE OR THREONINE" 



i/KE 1 



(ix) FEATURE: 

(A) NAME 

(B) LOCATIOl 
(D) OTHER I 



(xi) SEQUENCE DE 
Asp Xaa Xaa Xaa 



Lf ied-site 

/note= "valine or aspartic acid" 

SEQ ID NO:110: 
(Leu Asp Xaa 



1 5 
(2) INFORMATION FOR SEQ I A NO: 111: 

(i) SEQUENCE CHARACTER ST I CS : 

(A) LENGTH: 142 afriino acids 

(B) TYPE: amino aqid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 




(ii) MOLECULE TYPE: protein 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 111: 

Glu Gly Pro Gly Arg Pro lie Wg Val Arg lie Pro Gly Gly Leu Pro 

1 5 \ . 10 15 

Thr Pro Gin Phe Leu Leu Ser lVs Pro Ser Leu Cys Leu Thr lie Leu 
20 A 25 30 

Leu Tyr Leu Ala Leu Gly Asn AsA His Val Arg Leu Pro Arg Ala Leu 
35 40 \ 45 
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Ala G3W Ser Cys Arg Leu Trp Ser Leu Thr Leu Pro Val Ala Glu Leu 
50\ 55 60 

Gly Leu\ Gly Tyr Ala Ser Glu Glu Lys Val He Phe Arg Tyr Cys Ala 
65 \ 70 75 80 

Gly Ser Ifys Pro Gin Glu Ala Arg Thr Gin His Ser Leu Val Leu Ala 
85 90 95 

Arg Leu A^g Gly Arg Gly Arg Ala His Gly Arg Pro Cys Cys Gin Pro 
100 105 110 

Thr Ser Tyt Ala Asp Val Thr Phe Leu Asp Asp Gin His His Trp Gin 
lia . 120 125 

Gin Leu Pro \Gln Leu Ser Ala Ala Ala Cys Gly Cys Gly Gly 
130 \ 135. 140 

(2) INFORMATION FOp SEQ ID NO: 112: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 5 amino acids 

(B) TYPE: \amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



<xi) SEQUENCE DESCRIPTION): SEQ ID NO: 112: 

Ala Leu Pro Gly Leu 
1 5 

(2) INFORMATION FOR SEQ 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 12 akiYio acids 

(B) TYPE: amino ac\d 
' .(C) STRANDEDNESS: 

(D) TOPOLOGY: linea^ 

(ii) MOLECULE TYPE: protei 



(ix) FEATURE: 

(A) NAME/KEY: Modif ieoVsite 

(B) LOCATION: 2 

(D) OTHER INFORMATION: Vnote= "THREONINE, GLUTAMIC ACID OR 

LYSINE" 

(ix) FEATURE: 

(A) NAME/KEY: Modif ied-si^e 

(B) LOCATION: 3 

(D) OTHER INFORMATION: /no^e= "VALINE, LEUCINE OR 
ISOLEUCINE" 

(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 4 

(D) OTHER INFORMATION: /note=\ "LEUCINE OR ISOLEUCINE" 



(ix) FEATURE: 
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(A) ftNAME/KEY: Modif ied-site 

(B) Location: 9 

(D) $THER INFORMATION: /note= "ALANINE OR SERINE" 
\ 

(ix) FEATURE: 

(A) NHAME/KEY: Modif ied-site 

(B) LOCATION: 11 
(D) OTHER INFORMATION: /note= "ALANINE OR SERINE" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 113: 

Glu Xaa Xaa Kaa Phe Arg Tyr Cys Xaa Gly Xaa Cys 
1 \ 5 10 

(2) INFORMATION FOk SEQ ID NO: 114: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGITH: 16 amino acids 

(B) TYPE :\ amino acid 

(C) STRANQEDNESS : 
{ D) TOPOLQGY: linear 

(ii) MOLECULE TYffE : protein 



(ix) FEATURE: 

(A) NAME/KE^A: Modified- 

(B) LOCATION* 3 

(D) OTHER INFORMATION: 



3 = "ARGININE OR GLUT AMINE* 



(ix) FEATURE: 

(A) NAME /KEY : \Modified-s 

(B) LOCATION: 
(D) OTHER INFORMATION: 

ISOLEUCINE" 



"THREONINE, VALINE OR 



(ix) FEATURE: 

(A) NAME/KEY: Mc^^iified^ 

(B) LOCATION: 6 
(D) OTHER INFORMATION 



"ALANINE OR SERINE" 



(ix) FEATURE: 

(A) NAME/KEY: Mod^fied- 

(B) LOCATION: 7 
(D) OTHER INFORMATION: 



5=s "TYROSINE OR PHENYLALANINE" 



(ix) FEATURE: 

(A) NAME/KEY: Modif ^ed- 

(B) LOCATION: 8 
(D) OTHER INFORMATION 

ACID OR ALANINE" 



"GLUTAMIC ACID, ASPARTIC 



(ix) FEATURE: 

(A) NAME /KEY: Modif iec 

(B) LOCATION: 10 
(D) OTHER INFORMATION: 

ACID OR NO AMINO ACID" 



"GLUTAMIC ACID, ASPARTIC 



(ix) FEATURE: 

(A) NAME/KEY: Modified- 

(B) LOCATION: 11 

(D) OTHER INFORMATION: 



2= "VALINE OR LEUCINE" 



(ix) FEATURE: 

. (A) NAME/KEY: Modified- 



sit^ 
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(B\ LOCATION: 12 

(D)\ OTHER INFORMATION: /note= "SERINE OR THREONINE* 

(ix) FEATURE: 

(A) NAME /KEY : Modif ied-site 

(B) LOCATION: 16 

(D) OTHER INFORMATION: /note= "ASPARTIC ACID OR VALINE" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 114: 

Cys Cys Xaa \ Pro Xaa Xaa Xaa Xaa Asp Xaa Xaa Xaa Phe Leu Asp Xaa 
1 \ 5 10 15 



(2) INFORMATION FO^ SEQ ID NO: 115: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 base pairs 

(B) TYPE: Viucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPB: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 115: 
GTNDGNGANY TGGGNYTGGG NT^ 
(2) INFORMATION FOR SEQ lb NJ3^jL16: 

(i) SEQUENCE CHARACTER/tS^lC 

(A) LENGTH: 19 bAfcte pai\rs 

(B) TYPE: nuc\leicu acid 

(C) STRANDEDNESS: ft single 

(D) TOPOLOGY: 

(ii) MOLECULE TYPE: cDNA* 1 



23 



(xi) SEQUENCE DESCRIPTION: $EQ ID NO: 116: 
GANBTNWCNT TYYTNGANG 
(2) INFORMATION FOR SEQ ID NO: 117^ 

(i) SEQUENCE CHARACTERISTICS :\ 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



19 



(xi) SEQUENCE DESCRIPTION: SEQ ID N$:117: 
GANBTNWCNT TYYTNGANGW 



20 
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(2) INFORMATION FOR SEQ ID NO: 118: 

(i) SEQUENCE CHARACTERISTICS: 
(An LENGTH: 23 base pairs 

(B) \ TYPE: nucleic acid 

(C) I STRANDEDNESS : single 

(D) WoPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 118: 
TTYMGNTAYT GYDSNGGNDS NTG 
(2) INFORMATION FOR SEQ ID NO: 119: 

(x) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE 1 nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TfE: cDNA 



23 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 119: 
GTNDGNGANY TGGGNYTNGG 
(2) INFORMATION FOR SEQ \IQ^N0 : 120 : 



20 



(i) SEQUENCE CHARAC1 

(A) LENGTH: 23 

(B) TYPE: nucle 

(C) STRANDEDNE^ 



USTIdS: 
^ase pa^irs 

"single 



(D) TOPOLOGY: lintear 
(ii) MOLECULE TYPE: cDNA\ 

(xi) SEQUENCE DESCRIPTION : \SEQ ID NO: 120: 
GTNDGNGANY TGGGNYTGGG NTT 
(2) INFORMATION FOR SEQ ID NO:12lj 

(i) SEQUENCE CHARACTERISTICS 

(A) LENGTH: 20 base pai\fs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



23 



(xi) SEQUENCE DESCRIPTION: SEQ ID WO: 121: 
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WCNTCNARRAXANGWNAVNTC 

(2) INFORMATION FOR SEQ ID NO: 122: 

(i) SEQUENCE CHARACTERISTICS: 
(A)\ LENGTH: 19 base pairs 
(BmTYPE: nucleic acid 
<C) WRANDEDNESS: single 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



20 



(xi) SEQUENCE\DESCRIPTION: SEQ ID NO: 122: 
WCNTCNARRA ANGWNAVNT 

(2) INFORMATION FOR\ SEQ ID NO: 12 3: 

(i) SEQUENCE CBiiARACTERISTICS : 

(A) LENGTh\ 23 base pairs 

(B) TYPE: nVicleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE \ cDNA 



19 



(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 123: 
CANSHNCCNS HRCARTANCK RAA 
(2) INFORMATION FOR SEQ ID 

(i) SEQUENCE CHARACTERISES 

(A) LENGTH: 25 base 

(B) TYPE: nucleic acB 

(C) STRANDEDNESS: si^ 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



23 



(xi) SEQUENCE DESCRIPTION: SEQ \D NO: 124: 
CANSHNCCNS HRCARTANCK RAANA 
(2) INFORMATION FOR SEQ ID NO: 125: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



25 



(ix) FEATURE: 

<A) NAME /KEY : Modif ied-site 
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(B) LOCATION: 2 
)) OTHER INFORMATION: /note= "THREONINE, SERINE OR 



ALANINE 1 



(ix) FEATURE:. 

NAME /KEY : Modif ied-site 
(B) \ LOCATION : 3 

(D) \OTHER INFORMATION: /note= "GLUTAMIC ACID OR ASPARTIC 

ACID" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 125: 



Val Xaa Xaa Leu Gly Leu Gly Tyr 
1 \ 5 

(2) INFORMATION FOR SEQ ID NO: 126: 

( i ) SEQUENCE \CHARACTERISTICS : 

(A) LENGTH : 7 amino acids 

(B) TYPE \ amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY : linear 

(ii) MOLECULE TYPE: protein 



(ix) 

ACID" 
(ix) 

(ix) 

(ix) 

ACID" 
(ix) 



FEATURE : 

(A) NAME/KEY\: Modi f ied-site 

(B) LOCATIONS 1 

(D) OTHER INFpRMATION : /note* "ASPARTIC ACID OR GLUTAMIC 



FEATURE : 

(A) NAME /KEY : 

(B) LOCATION: 
(D) OTHER INFOF 



udif ied-site 

/note= "VALINE OR LEUCINE* 



FEATURE : 

(A) NAME /KEY: Moc 

(B) LOCATION: 
(D) OTHER INFOF 



:ied-site 



/note= "THREONINE OR SERINE* 1 



FEATURE : 

(A) NAME/KEY: Modi fie^i- site 

(B) LOCATION: 6 ■ 
(D) OTHER INFORMATION :\ /note= "ASPARTIC ACID OR GLUTAMIC 



FEATURE : 

(A) NAME /KEY : Modified- s\te 

(B) LOCATION: 7 
(D) OTHER INFORMATION: /n&te= "ASPARTIC ACID OR VALINE" 



(xi) SEQUENCE DESCRIPTION: SEQ ID\NO:126: 

Xaa Xaa Xaa Phe Leu Xaa Xaa 
1 5 

(2) INFORMATION FOR SEQ ID NO: 127: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 
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<fo) TOPOLOGY: linear 
(ii) MOLECULE TYPE: protein 



(ix) FEATURE: 

(A) NAME /KEY : Modif ied-site 

(B) AoCATION: 5 

(D) OTHER INFORMATION: /note= "SERINE OR ALANINE" 

(ix) FEATURE^ 

(A) NAME /KEY : Modif ied-site 

(B) LOCATION: 7 
(D) OTHER INFORMATION: /note= "SERINE OR ALANINE" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 127: 

Phe Arg Tyr Cyk Xaa Gly Xaa Cys 
1 \ 5 

(2) INFORMATION FOR SEQ ID NO: 128: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: V amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: \linear 

(ii) MOLECULE TYPE: irotein 



(ix) FEATURE: 

(A) NAME/KEY: Mo^if/ejjf^-wt^e 

(B) LOCATION: 2 

(D) OTHER INFORMATION: /not}e= "THREONINE, SERINE OR 

ALANINE" 

(ix) FEATURE: 

(A) NAME / KEY : Modif^ed-site 

(B) LOCATION: 3 

(D) OTHER INFORMATION: /note= "ASPARTIC ACID OR GLUTAMIC 

ACID" 



(xi) SEQUENCE DESCRIPTION: SEp ID NO: 128: 

Val Xaa Xaa Leu Gly Leu Gly 
1 5 

(2) INFORMATION FOR SEQ ID NO: 129: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 
. <C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



(ix) • FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 2 

(D) OTHER INFORMATION: /note= "Tf^REONINE, SERINE OR 

ALANINE" 
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(ix) FEATURE: 

(A) NAME/KEY: Modif ied-s ite 

(B) DOCATION: 3 

(D) O^HER INFORMATION: /note= "GLUTAMIC ACID OR ASPARTIC 

ACID" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 129: 



Val Xaa Xaa Lea Gly Leu Gly Phe 
1 \ 5 

(2) INFORMATION FOR S£Q ID NO: 130: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 9 amino acids 

(B) TYPE: amifio acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: \linear 

<ii) MOLECULE TYPE: Arotein 



(ix) FEATURE: 

(A) NAME /KEY : Mo<\if ied-s ite 
<B) LOCATION: 1 
(D) OTHER INFORMATION: /note= 



'ISOLEUCINE OR LEUCINE*' 



(ix) FEATURE: 

(A) NAME/KEY: Modif \ed-site 

(B) LOCATION: 6 

(D) OTHER INFORMATION: /note= "SERINE OR ALANINE" 



(ix) FEATURE: 

(A) NAME/KEY: Modif ie^b^te 

(B) LOCATION: 8 
(D) OTHER INFORMATION f\Vnote= 



•SERINE OR ALANINE" 



(xi) SEQUENCE DESCRIPTION: 



3Q\ID NO: 130: 



Xaa Phe Arg Tyr Cys Xaa Gly Xa^ Cys 
1 5 

(2) INFORMATION FOR SEQ ID NO: 131: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 559 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:l?l: 

ATGGCTGCAG GAAGACTTCG GATCCTGTGT CTGCTGCTCd\ TGTCCTTGCA CCCGAGCCTC 60 

GGCTGGGTCC TTGATCTTCA AGAGGCTTCT GTGGCAGATA V^GCTCTCATT TGGGAAGATG 120 

GCAGAGACTA GAGGGACCTG GACGCCCCAT CAGGGTAAGA ^TCCTGGGG GCCTCCCGAC 180 
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TCCCCAATTC CTTCTCTCAA AGCCCTCACT TTGCCTTACA 
AGGTAACAAC CATGTCCGTC TTCCAAGAGC CTTGGCTGGT 
GACCCTACCA GTGGCTGAGC TGGGCCTGGG CTATGCCTCG 
ATACTGTGCn GGCAGCTGTC CCCAAGAGGC CCGTACCCAG 
GCTTCGAGGG\CGGGGTCGAG CCCATGGCCG ACCCTGCTGC 
TGTGACCTTC CTTGATGATC AGCACCATTG GCAGCAGCTG 
TTGTGGCTGT GSTGGCTGA 
(2) INFORMATION FOR SEQ ID NO: 132: 

(i) SEQUENCE CHARACTERISTICS: 

(A) UENGTH : 133 amino acids 

(B) TYPE: amino acid 

(C) STOANDEDNESS : 

(D) TOPOLOGY: linear 

<ii) MOLECULEa TYPE: peptide 



ATCCTACTCT 
TCATGCCGAC 
GAGGAGAAGG 
CACAGTCTGG 
CAGCCCACCA 
CCTCAGCTCT 



ACCTTGCACT 
TGTGGAGCCT 
TCATCTTCCG 
TACTGGCCCG 
GCTATGCTGA 
CAGCTGCAGC 



240 
300 
360 
420 
480 
540 
559 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 132: 



Pro Asp Ala Arc 
1 



Gly J<fay Pro Val Ala Asp Gly Glu Phe Ser Ser Glu 

10 15 



Gin Val Ala Lys 
20 



'Gly G1J 



Thr Trp Leu Gly Thr 
25 



His Arg 
30 



Pro Leu 



Ala Arg Leu Arg Ai 
35 



Ser Gly Pro Cys Gin Leu Trp 
40 45 



Ser Leu 



Thr Leu Ser Val Aid Glu Leu Gly Leu Gly Tyr Ala Ser Glu Glu Lys 



50 



55 



60 



Val lie Phe Arg Tyr C^s Ala Gly Ser Cys Pro Arg Gly Ala Arg Thr 
65 70\ 75 80 

Gin His Gly Leu Ala LeuV\la Arg Leu Gin Gly Gin Gly Arg Ala His 
85 \ 90 95 

Gly Gly Pro Cys Cys Arg pVo Thr Arg Tyr Thr Asp Val Ala Phe Leu 
100 \ 105 110 

Asp Asp Arg His Arg Trp GlA Arg Leu Pro Gin Leu Ser Ala Ala Ala 
115 \120 125 

Cys Gly Cys Gly Gly 
130 



(2) INFORMATION FOR SEQ ID NO: 133: 
(i) SEQUENCE CHARACTERISTICS: 
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{xi )\ SEQUENCE DESCRIPTION: SEQ ID NO: 133: 
This sequence is intentionally skipped 

(2) INFORMATION FOR SEQ ID NO: 134: 

(i) SEQUENCE CHARACTERISTICS: 

(A\ LENGTH: 93 amino acids 
(BnTYPE: amino acid 

(C) \sTRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCER DESCRIPTION: SEQ ID NO: 134: 

Cys Val Leu Thr Ala lie His Leu Asn Val Thr Asp Leu Gly Leu Gly 
1 \ 5 10 15 

Tyr Glu Thr Lyfe Glu Glu Leu lie Phe Arg Tyr Cys Ser Gly Ser Cys 
20\ 25 30 

Glu Ala Ala GluVrhr Met Tyr Asp Lys lie Leu Lys Asn Leu Ser Arg 
35 \ 40 45 



Ser Arg Arg Leu 
50 



Asp Lys Val Gly Gin Ala Cys Cys Arg Pro 

60 



Val Ala Phe Asp Asj] 
65 



Asp Levi Ser Phe Leu Asp Asp Ser Leu Val Tyr 
,70 / 75 80 



His lie Leu Arg Lyspfls Ser Ala Lys Arg Cys Gly Cys 
85 \1 \ 90 

(2) INFORMATION FOR SEQ I'D ^0:135: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 amirip acids 

(B) TYPE: amino acic 

(C) STRANDEDNESS : siYigle 

(D) TOPOLOGY: linear) 

(ii) MOLECULE TYPE: peptide 1 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 135: 

Met Ala Ala Gly Arg Leu Arg T^e Leu Cys Leu Leu Leu Leu Ser Leu 



10 



15 



His Pro Ser Leu Gly Trp Val 
20 

(2) INFORMATION FOR SEQ ID NO: 136: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 3 amino acids 

(B) TYPE: amino acid 
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:) STRANDEDNESS: single 
(b) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 136: 

Met Ala AJia Gly Arg Leu Arg lie Leu Phe Leu Leu Leu Leu Ser Leu 
1 \ 5 10 15 

His Leu Gl}\ Leu Gly Trp Val 
\20 

(2) INFORMATION FOR SEQ ID NO: 137 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 base pairs 

(B) TYPE:\ nucleic acid 

(C) STRANDEDNESS: single 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYRE : other nucleic acid 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 137: 
AATCCCCAGG ACAGGCAGGG 
(2) INFORMATION FOR SEQ Ap NOjJL38: 



(i) SEQUENCE CHARACTE 

(A) LENGTH: 35 bfe 

(B) TYPE: nucleid 

(C) STRANDEDNESS 

(D) TOPOLOGY: lir 



(ii) MOLECULE TYPE: othS 



singly 
c j/ 

nucleic acid 



23 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 138: 
CGGTACCCAG ATCTTCAGCC ACCACAGCCA\CAAGC 
(2) INFORMATION FOR SEQ ID NO: 1391 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 6 base pairs\ 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic Wid 



35 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO\13 9: 
GG ACT AT CAT ATGGCCCACC ACCACCACCA CCACCACCfcC GACGACGACG ACAAGGCCTT 



60 
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GGCTGGT^TCA TGCCGA 

(2) INFORMATION FOR SEQ ID NO: 140: 

(i)V E Q UENCE CHARACTERISTICS: 
(A) LENGTH: 32 base pairs 
\(B) TYPE: nucleic acid 
\C) STRANDEDNESS: single 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 



76 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 140: 
TGCTGTCACC ATGGCTGCAG GAAGACTTCG GA 
(2) INFORMATION FOR SEQ ID NO: 141: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 96 amino acids 

(B) TYPE:\aiuino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



32 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 141: 



Ala Leu Ala Gly Ser 
1 5 

Glu Leu Gly Leu Gly T^ 
20 



Leu Trp Ser Leu Thr Leu Pro Val Ala 
10 15 

Ala Sejr Glu Glu Lys Val lie Phe Arg Tyr 

25 30 



Cys Ala Gly Ser Cys PrSp^ln Glu Ala Arg Thr Gin His Ser Leu Val 
35 \\ 40 45 

Leu Ala Arg Leu Arg Gly Aig Gly Arg Ala His Gly Arg Pro Cys Cys 
50 55\ 60 

Arg Pro Thr Ala Tyr Glu Asp\Glu Val Ser Phe Leu Asp Val His Ser 
65 70 \ 75 80 

Arg Tyr His Thr Leu Gin Glu Lieu Ser Ala Arg Glu Cys Ala Cys Val 
85 \ 90 95 



(2) INFORMATION FOR SEQ ID NO: 14 2: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 3 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic ac\d 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 142: 
TAATACGACT GACTATAGGG GAA 
(2) INFORMATION FOR SEQ ID NO: 14 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) \LENGTH: 4 9 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid • 



23 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 143: 
TCGTCTTCGT AAGCAGTuGG ACGGCAGCAG GGTCGGCCAT GGGCTCGAC 
(2) INFORMATION FOR\ SEQ ID NO: 144: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTHS 29 base pairs 

(B) TYPE: Aucleic acid 

(C) STRANDaDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPH: other nucleic acid 



49 



(xi) SEQUENCE DESCRIH^TON : SpQ ID NO: 14 4: 
TGCTGCCGTC CGACTGCTTA CGA^GACG 
(2) INFORMATION FOR SEQ n^NO:145: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 25 baae pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: Aingle 

(D) TOPOLOGY: linea) 

(ii) MOLECULE TYPE: other Nucleic acid 



29 



(xi) SEQUENCE DESCRIPTION: SEp ID NO: 145: 
GTTATGCTAG TTATTGCTCA GCGGT 
(2) INFORMATION FOR SEQ ID NO: 14 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 100 amino acic 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

( D ) TOPOLOGY : 1 inea r 

(ii) MOLECULE TYPE: peptide 



25 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 146: 



Pro Giy Ala Arg Pro Cys Gly Leu Arg Glu Leu Glu Val Arg Val Ser 
1 \ 5 10 15 

Glu Leu\Gly Leu Gly Tyr Thr Ser Asp Glu Thr Val Leu Phe Arg Tyr 
20 25 30 

Cys Ala dJ.y Ala Cys Glu Ala Ala lie Arg lie Tyr Asp Leu Gly Leu 
35 4 0 4 5 

Arg Arg Leu Arg Gin Arg Arg Arg Val Arg Arg Glu Arg Ala Arg Ala 
50 \ 55 60 

His Pro CysXCys Gin Pro Thr Ser Tyr Ala Asp Val Thr Phe Leu Asp 
65 . \ 70 . 75 . 80 

Asp Gin His Pjis Trp Gin Gin Leu Pro Gin Leu Ser Ala Ala Ala Cys 
85 90 95 

Gly Cys Gly Gl 

iov: 

(2) INFORMATION FOR tSEQ ID NO: 147: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH i 50 base pairs 

(B) TYPE: ribcleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPe\ otjrter) nucleic acid 



(xi) SEQUENCE DESCRI*ION: ^2fEQ ID NO: 147: 
C AC AT C AG C A TAGCTGGTGG GCTCfcCAGCA CGGGTGAGCA CGAGCACGTT 
(2) INFORMATION FOR SEQ IdViO:148: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 baste pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: s\ingle 

(D) TOPOLOGY: linea\ 

(ii) MOLECULE TYPE: other \nucleic acid 



50 



(xi) SEQUENCE DESCRIPTION: E^EQ ID NO: 148: 
TGCTGCCAGC CCACCAGCTA TGCTG 
(2) INFORMATION FOR SEQ ID NO:14< 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 base pair^ 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 



25 
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< D )\ TOPOLOGY : 1 i near 
(ii) MOLECULE TYPE: other nucleic acid 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14 9: 
CCTCGGAGGA GAAGGTCATC TTC 
(2) INFORMATION FOR SEQ ID NO: 150: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 98 amino acids 

(B) TYPE: amino acid 

(C) STRANDDDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE\ peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 150: 

Cys Cys Val Arg Gin ieu Tyr lie Asp Phe Arg Lys Asp Leu Gly Trp 

1 5 \ 10 15 

Lys Trp lie His Glu Prt Lys Gly Tyr His Ala Asn Phe Cys Leu Gly 
20 \ 25 30 

Pro Cys Pro Tyr lie Trp ^Ser I^ei Asp Thr Gin Tyr Ser Lys Val Leu 
35 \ /40/_ " 45 



Ala Leu Tyr Asn Gin His 

50 55P 

Val Pro Gin Ala Leu Glu 
65 70 



G±y Ala Ser Ala Ala Pro Cys Cys 
60 

'Pro lie Val Tyr Tyr Val Gly Arg 
75 80 



Lys Pro Lys Val Glu Gin Leu SeV Asn Met lie Val Arg Ser Cys Lys 
85 \ 90 95 

Cys Ser 



(2) INFORMATION FOR SEQ ID NO: 151: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 98 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 151: 

Cys Cys Leu Arg Pro Leu Tyr lie Asp Phe L^s Arg Asp Leu Gly Trp 
1 5 10 \ 15 
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Lys Tycp lie His Glu Pro Lys Gly Tyr Asn Ala Asn Phe Cys Ala Gly 
20 25 30 

Ala Cy^ Pro Tyr Leu Trp Ser Ser Asp Thr Gin His Ser Arg Val Leu 
35 40 45 

Ser Leu\Tyr Asn Thr lie Asn Pro Glu Ala Ser Ala Ser Pro Cys Cys 
50 \ 55 60 

Val Ser Gin Asp Leu Glu Pro Leu Thr lie Leu Tyr Tyr lie Gly Lys 
65 \ 70 75 80 

Thr Pro Lys lie Glu Gin Leu Ser Asn Met lie Val Lys Ser Cys Lys 
85 90 95 

Cys Ser 



(2) INFORMATION FDR SEQ ID NO: 152: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 98 amino acids 

(B) TYPE:\ amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYRE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 152: 

Cys Cys Val Arg FzoYlLsKx Tyt lie Asp Phe Arg Gin Asp Leu Gly Trp 
1 5 h J 10 15 

Lys Trp Val His Gl^A^rp^Lys Gly Tyr Tyr Ala Asn Phe Cys Ser Gly 
20 ^vlV 25 30 

Pro Cys Pro Tyr Leu Ard Ser Ala Asp Thr Thr His Ser Thr Val Leu 
35 \ 40 45 

Gly Leu Tyr Asn Thr Leu Asn Pro Glu Ala Ser Ala Ser Pro Cys Cys 
50 5>5 60 

Val Pro Gin Asp Leu Glu Prb Leu Thr lie Leu Tyr Tyr Val Gly Arg 
65 70 \ 75 80 

Thr Pro Lys Val Glu Gin Leu \ser Asn Met Val Val Lys Ser Cys Lys 
85 \ 90 95 

Cys Ser 



(2) INFORMATION FOR SEQ ID NO: 153: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 106 amino acids^ 

(B) TYPE: amino acid 
(C> STRANDEDNESS: single 
(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: peptide 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO:153: 

Cys Cys\ Lys Lys Gin Phe Phe Val Ser Phe Lys Asp lie Gly Trp Asn 
1 \ 5 10 15 ' 

Asp Trp \le lie Ala Pro Ser Gly Tyr His Ala Asn Tyr Cys Glu Gly 
20 25 30 

Glu Cys PrV> Ser His lie Ala Gly Thr Ser Gly Ser Ser Leu Ser Phe 
35\ 40 45 

His Ser ThrWal lie Asn His Tyr Arg Met Arg Gly His Ser Pro Phe 
50 \ 55 60 

Ala Asn Leu Ays Ser Cys Cys Val Pro Thr Lys Leu Arg Pro Met Ser 
65 \ 70 75 80 

Met Leu Tyr Ty\: Asp Asp Gly Gin Asn lie lie Lys Lys Asp lie Gin 
85 90 95 

Asn Met lie ValVdu Glu Cys Gly Cys Ser 
100 \ 105 

(2) INFORMATION FOR SE© ID NO: 154: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 105 amino acids 

(B) TYPE: amin® acid . 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION! SEO/ID NO: 154 : 

Cys Cys Arg Gin Gin Phe me lie Asp Phe Arg Leu lie Gly Trp Asn 
1 5 H\ 10 15 

Asp Trp He He Ala Pro Thr\Gly Tyr Tyr Gly Asn Tyr Cys Glu Gly 
20 \ 25 30 

Ser Cys Pro Ala Tyr Leu Ala GUy Val Pro Gly Ser Ala Ser Ser Phe 
35 46 45 

His Thr Ala Val Val Asn Gin TyA Arg Met Arg Gly Leu Asn Pro Gly 
50 55 . \ 60 

Thr Val Asn Ser Cys Cys He Pro Y hr L Y S Leu Ser Tnr Met Ser Met 
65 70 \ 75 80 

Leu Tyr Phe Asp Asp Glu Tyr Asn lue Val Lys Arg Asp Val Pro Asn 
85 \ 90 . 95 

Met He Val Glu Glu Cys Gly Cys Ala* 
100 105 

(2) INFORMATION FOR SEQ ID NO: 155: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 101 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 
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(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 155: 

Cys Arg ArgWal Lys Phe Gin Val Asp Phe Asn Leu lie Gly Trp Gly 
1 \ 5 10 15 

Ser Trp lie lie Tyr Pro Lys Gin Tyr Asn Ala Tyr Arg Cys Glu Gly 

25 30 

Glu Cys Pro Adta Pro Val Gly Glu Glu Phe His Pro Thr Asn His Ala 
35 \ 40 45 

Tyr lie Gin Sen Leu Leu Lys Arg Tyr Gin Pro His Arg Val Pro Ser 
50 \ 55 60 

Thr Cys Cys Ala Pro Val Lys Thr Lys Pro Leu Ser Met Leu Tyr Val 
65 A 70 75 80 

Asp Asn Gly Arg Vail Leu Leu Glu His His Lys Asp Met lie Val Glu 
85\ 90 95 

Glu Cys Gly Cys Let 
100 

(2) INFORMATION FOR SEQ lb NO^Se: 

(i) SEQUENCE CHARACTER 

(A) LENGTH: 101 k^o ad\ids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : JsingJ 

(D) TOPOLOGY: l^i 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 156: 

Cys Lys Arg His Pro Leu TyrWal Asp Phe Ser Asp Val Gly Trp Asn 
1 5 \ 10 15 

Asp Trp lie Val Ala Pro Pro GUy Tyr His Ala Phe Tyr Cys His Gly 
20 \ 25 30 

Glu Cys Pro Phe Pro Leu Ala Asa His Leu Asn Ser Thr Asn His Ala 
35 40 \ 45 

lie Val Gin Thr Leu Val Asn Ser Val Asn Ser Lys lie Pro Lys Ala 
50 55 \ 60 

Cys Cys Val Pro Thr Glu. Leu Ser Ala lie Ser Met Leu Tyr Leu Asp 
65 70 \ 75 80 

Glu Asn Glu Lys Val Val Leu Lys Asm Tyr Gin Asp Met Val Val Glu 
85 \90 95 

Gly Cys Gly Cys Arg 
100 
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(2) INFORMATION FOR SEQ ID NO: 157: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 101 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) \ TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 157: 

Cys Arg Arg His Ser Leu Tyr Val Asp Phe Ser Asp Val Gly Trp Asn 
1 \ 5 10 15 

Asp Trp lie Va\l Ala Pro Pro Gly Tyr Gin Ala Phe Tyr Cys His Gly 
20\ 25 30 

Asp Cys Pro Phe\ Pro Leu Ala Asp His Leu Asn Ser Thr Asn His Ala 
35 \ 40 45 

lie Val Gin Thr Leu Val Asn Ser Val Asn Ser Ser lie Pro Lys Ala 
50 \ 55 60 

Cys Cys Val Pro TPir Glu Leu Ser Ala lie Ser Met Leu Tyr Leu Asp 
65 \ 70 75 80 

Glu Tyr Asp Lys Va^ Val Leu Lys Asn Tyr Gin Glu Met Val Val Glu 

95 

Gly Cys Gly Cys Arg 
100 

(2) INFORMATION FOR SEQ ID 1 

(i) SEQUENCE CHARACTER! 

(A) LENGTH: 102 

(B) TYPE: amino ac 

(C) STRANDEDNESS: 

(D) TOPOLOGY: lines 

(ii) MOLECULE TYPE: peptid^ 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 158: 

Cys Arg Arg His Ser Leu Tyr v&l Asp Phe. Ser Asp Val Gly Trp Asp 

1 5 \ 10 15 

Asp Trp lie Val Ala Pro Leu Gly Tyr Asp Ala Tyr Tyr Cys His Gly 
20 \ 25 30 

Lys Cys Pro Phe Pro Leu Ala Asp\His Phe Asn Ser Thr Asn His Ala 
35 40 \ 45 

Val Val Gin Thr Leu Val Asn Asn Met Asn Pro Gly Lys Val Pro Lys 
50 55 \ 60 

Ala Cys Cys Val Pro Thr Gin Leu Asp Ser Val Ala Met Leu Tyr Leu 
65 70 \ 75 80 



48063550.doc 



184 



Asn Msp Gin Ser Thr Val Val Leu Lys Asn Tyr Gin Glu Met ThrVal 
85 90 95 

Val GlV Cys Gly Cys Arg 
100 

(2) INFORMATION FOR SEQ ID NO: 159: 

(i) SEQUENCE CHARACTERISTICS: 

(A) ^LENGTH: 102 amino acids 

(B) TYPE: amino acid 

(C) SffRANDEDNESS: single 

(D) T&POLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 159: 

Cys Lys Lys His\ Glu Leu Tyr Val Ser Phe Arg Asp Leu Gly Trp Gin 
1 \5 10 . 15 

Asp Trp He He Ala Pro Glu Gly Tyr Ala Ala Phe Tyr Cys Asp Gly 
20 \ 25 30 

Glu Cys Ser Phe pAo Leu Asn Ala His Met Asn Ala Thr Asn His Ala 
35 V 40 45 

He Val Gin Thr Leu\ Val His Leu Met Phe Pro Asp His Val Pro Lys 
50 \ 55 60 

Pro Cys Cys Ala Pro T\hr Lys Leu Asn Ala He Ser Val Leu Tyr Phe 
65 7b 75 80 

Asp Asp Ser Ser Asn VaMjZle Deu Lys Lys Tyr Arg Asn Met Val Val 
85 \ I 90 95 

Arg Ser Cys Gly Cys HisJ 
100 

(2) INFORMATION FOR SEQ ID NO:i60; 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 102 amino yac ids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ICANO:160: 

Cys Arg Lys His Glu Leu Tyr Val Sfer Phe Gin Asp Leu Gly Trp Gin 
1 5 \ 10 15 

Asp Trp He He Ala Pro Lys Gly TyV Ala Ala Asn Tyr Cys Asp Gly 
20 25\ 30 

Glu Cys Ser Phe Pro Leu Asn Ala His\Met Asn Ala Thr Asn His Ala 
35 40 \ 45 
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lie Val Gtln Thr Leu Val His Leu Met Asn Pro Glu Tyr Val Pro Lys 
50 A 55 60 

Pro Cys Cys Ala Pro Thr Lys Leu Asn Ala lie Ser Val Leu Tyr Phe 
65 \ 70 75 80 

Asp Asp Asn\ Ser Asn Val lie Leu Lys Lys Tyr Arg Asn Met Val Val 
85 90 95 

Arg Ala Cys \31y Cys His 
LOO 

(2) INFORMATION FOR SEQ ID NO: 161: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 102 amino acids 

(B) TYPE :\ amino acid 

(C) STRANBEDNESS : single 

(D) TOPOLOGY : linear 

(ii) MOLECULE TYPE:' peptide 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 161: 

Cys Lys Lys His GlVi Leu Tyr Val Ser Phe Arg Asp Leu Gly Trp Gin 
1 5 \ 10 15 

Asp Trp lie He Ala\ Pro Glu Gly Tyr Ala Ala Tyr Tyr Cys Glu Gly 
20 \ 25 30 

Glu Cys Ala Phe Pro teu Pe&n Ser Tyr Met Asn Ala Thr Asn His Ala 
35 \ //-^ 4 0 45 

He Val Gin Thr Leu vaAr His Phe He Asn Pro Glu Thr Val Pro Lys 
50 V 55 y 60 

Pro Cys Cys Ala Pro ThytGln Leu Asn Ala He Ser Val Leu Tyr Phe 
65 10\ 75 80 

Asp Asp Ser Ser Asn Val Vile Leu Lys Lys Tyr Arg Asn Met Val Val 
85 \ 90 95 

Arg Ala Cys Gly Cys His 
100 

(2) INFORMATION FOR SEQ ID NO:l&2: 

(i) SEQUENCE CHARACTERISTICS 

(A) LENGTH: 102 amino a\:ids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID\NO:162: 

Cys Arg Arg His Glu Leu Tyr Val Ser Phe Gin Asp Leu Gly Trp Leu 
1 5 \ 10 15 
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Asp Trp Vc^l lie Ala Pro Gin Gly Tyr Ser Ala Tyr Tyr Cys Glu Gly 
20 25 30 

Glu Cys Ser\ Phe Pro Leu Asp Ser Cys Met Asn Ala Thr Asn His Ala 
35 \ 40 45 

lie Leu Gin Ser Leu Val His Leu Met Lys Pro Asn Ala Val Pro Lys 
50 \ '55 60 

Ala Cys Cys Ala Pro Thr Lys Leu Ser Ala Thr Ser Val Leu Tyr Tyr 
65 \ 70 75 80 

Asp Ser Ser Asm Asn Val lie Leu Arg Lys His Arg Asn Met Val Val 
\85 90 95 

Lys Ala Cys Gly ^ys His 
100 

(2) INFORMATION FOR SE<1 ID NO:163: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 102 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear " 

(ii) MOLECULE TYPE: pebtide 



(xi) SEQUENCE DESCRI PTIQN /^SE$\JD NO: 163: 

Cys Gin Met Gin Thr LeuuTyr lie Asp Phe Lys Asp Leu Gly Trp His 
1 5 VI ^/ 10 15 

Asp Trp lie lie Ala Pro OJU-U Gly Tyr Gly Ala Phe Tyr Cys Ser Gly 
20 \ 25 -30 

Glu Cys Asn Phe Pro Leu Asn Ala His Met Asn Ala Thr Asn His Ala 
35 \40 45 

lie Val Gin Thr Leu Val His Leu Leu Glu Pro Lys Lys Val Pro Lys 
50 55 \ 60 

Pro Cys Cys Ala Pro Thr Arg Leu Gly Ala Leu Pro Val Leu Tyr His 
65 70 \ 75 80 

Leu Asn Asp Glu Asn Val Asn Leu\Lys Lys Tyr Arg Asn Met He Val 
85 \ 90 95 

Lys Ser Cys Gly Cys His 
100 

(2) INFORMATION FOR SEQ ID NO: 164: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 103 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: peptide 
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<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 164: 

Cys Ala Arg Arg Tyr Leu Lys Val Asp Phe Ala Asp lie Gly Trp Ser 
1 \ 5 10 15 

Glu Trp \Ile lie Ser Pro Lys Ser Phe Asp Ala Tyr Tyr Cys Ser Gly 
20 25 30 

Ala Cys d^n Phe Pro Met Pro Lys Ser Leu Lys Pro Ser Asn His Ala 
35 40 45 

Thr He Gl\i Ser He Val Arg Ala Val Gly Val Val Pro Gly He Pro 
50 ^ 55 60 

Glu Pro CyslCys Val Pro Glu Lys Met Ser Ser Leu Ser He Leu Phe 
65 \ 70 75 80 

Phe Asp Glu £sn Lys Asn Val Val Leu Lys Val Tyr Pro Asn Met Thr 
85 90 95 

Val Glu Ser cVs Ala Cys Arg 
1Q0 

(2) INFORMATION FOR\SEQ ID NO: 165: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH :\ 102 amino acids 

(B) TYPE: afhino acid 

(C) STRANDED|NES$: single 

(D) TOPOLOGyV linear 

(ii) MOLECULE TYPE :\ peptide 



(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 165: 

Cys Lys Lys Arg His L&k Tyr Val Glu Phe Lys Asp Val Gly Trp Gin 
1 5 *\ 10 15 

Asn Trp Val He Ala Pro Gin Gly Tyr Met Ala Asn Tyr Cys Tyr Gly 
20 V 25 30 

Glu Cys Pro Tyr Pro Leu Thr Glu He Leu Asn Gly Ser Asn His Ala 
35 \ 40 45 

He Leu Gin Thr Leu Val HisVser He Glu Pro Glu Asp He Pro Leu 
50 55 \ 60 

Pro Cys Cys Val Pro Thr Lys Met Ser Pro He Ser Met Leu Phe Tyr 
65 70 \ 75 80 

Asp Asn Asn Asp Asn Val Val Left Arg His Tyr Glu Asn Met Ala Val 
85 \ 90 95 

Asp Glu Cys Gly Cys Arg 
100 

(2) INFORMATION FOR SEQ ID NO: 166: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 106 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 
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(D\ TOPOLOGY: linear 
(ii) MOLECULE TYPE: peptide 

(xi) SEQUENGE DESCRIPTION: SEQ ID NO: 166: 

Cys Arg Ala >Arg Arg Leu Tyr Val Ser Phe Arg Glu Val Gly Trp His 
1 \ 5 10 15 

Arg Trp Val lie Ala Pro Arg Gly Phe Leu Ala Asn Tyr Cys Gin Gly 
20\ 25 30 

Gin Cys Ala Leu\Pro Val Ala Leu Ser Gly Ser Gly Gly Pro Pro Ala 
35 \ 40 45 

Leu Asn His Ala \Aal Leu Arg Ala Leu Met Hi's Ala Ala Ala Pro Gly 
50 \ 55 60 

Ala Ala Asp Leu Pr<^ Cys Cys Val Pro Ala Arg Leu Ser Pro lie Ser 
65 \ 70 75 80 

Val Leu Phe Phe Asp Asn Ser Asp Asn Val Val Leu Arg Gin Tyr Glu 
85 \ 90 95 

Asp Met Val Val Asp Glu Cys Gly Cys Arg 
100 \ 105 

(2) INFORMATION FOR SEQ ID tto:167: 

(i) SEQUENCE CHARACTERS 

(A) LENGTH: 101 ami* 

(B) TYPE: amino acic 

(C) STRANDEDNESS: si 

(D) TOPOLOGY: linear | 

(ii) MOLECULE TYPE: peptideVI 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 167: 

Cys His Arg His Gin Leu Phe Ile\Asn Phe Gin Asp Leu Gly Trp His 
1 5 \ 10 15 

Lys Trp Val lie Ala Pro Lys Gly Aie Met Ala Asn Tyr Cys His Gly 
20 2$ 30 

Glu Cys Pro Phe Ser Met Thr Thr Tyt Leu Asn Ser Ser Asn Tyr Ala 
35 40 \ 45 

Phe Met Gin Ala Leu Met His Met Ala VAsp Pro Lys Val Pro Lys Ala 

50 55 \ 60 

Val Cys Val Pro Thr Lys Leu Ser Pro I^e Ser Met Leu Tyr Gin Asp 
65 70 \ 75 80 

Ser Asp Lys Asn Val lie Leu Arg His Tyr\ Glu Asp Met Val Val Asp 
85 90 \ 95 

Glu Cys Gly Cys Gly 
100 
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(2) INFORMATION FOR SEQ ID NO: 168: 

(i) SEQUENCE CHARACTERISTICS: 

(AU LENGTH: 103 amino acids 
(BMTYPE: amino acid 

(C) IsTRANDEDNESS: single 

( D) TOPOLOGY : linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 168: 

Cvs Arq Arq Thr Ser Leu His Val Asn Phe Lys Glu He Gly Trp Asp 
1 \ 5 10 .15 

Ser Trp He lie Ala Pro Lys Asp Tyr Glu Ala Phe Glu Cys Lys Gly 
2(A 25 30 

Gly Cys Phe Phe\ Pro Leu Thr Asp Asn Val Thr Pro Thr Lys His Ala 
35 \ 40 45 

He Val Gin Thr Leu Val His Leu Gin Asn Pro Lys Lys Ala Ser Lys 
50 A 55 60 ' 

Ala Cys Cys Val Prio Thr Lys Leu Asp Ala He Ser He Leu Tyr Lys 
65 \ 70 75 80 

Asp Asp Ala Gly Val\ Pro Thr Leu He Tyr Asn Tyr Glu Gly 'Met Lys 
85 \ jT\ 90 95 

Val Ala Glu Cys Gly 
100 

(2) INFORMATION FOR SEQ IDf^O:l£S 

(i) SEQUENCE CHARACTEF 

(A) LENGTH: 105 ajpii^o acids 

(B) TYPE: amino acic 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 169: 

Cys His Arg Val Ala Leu Asn He Ser Phe Gin Glu Leu Gly Trp Glu 
1 5 \ 10 15 

Ara Trp He Val Tyr Pro Pro Ser Ptie He Phe His Tyr Cys His Gly 
20 25\ 30 

Gly Cys Gly Leu His He Pro Pro Asn\Leu Ser Leu Pro Val Pro Gly 
35 40 \ 45 

Ala Pro Pro Thr Pro Ala Gin Pro Tyr SeV Leu Leu Pro Gly Ala Gin 
50 55 \ 60 

Pro Cys Cys Ala Ala Leu Pro Gly Thr Met Vrg Pro Leu His Val Arg 
65 70 *5 80 
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Thr T\hr Ser Asp Gly Gly Tyr Ser Phe Lys Tyr Glu Thr Val Pro Asn 
\ 85 90 95 



Leu Leu Thr Gin His Cys Ala Cys lie 
100 105 



\ 



(2) INFORMATION FOR SEQ ID NO: 170: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 99 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULe\ TYPE : peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 170: 

Cys Ala Leu Arg\Glu Leu Ser Val Asp Leu Arg Ala Glu Arg Ser Val 
1 V5 10 15 

Leu lie Pro Glu T^hr Tyr Gin Ala Asn Asn Cys Gin Gly Ala Cys Gly 
20 \ 25 30 

Trp Pro Gin Ser Asb Arg Asn Pro Arg Tyr Gly Asn His Val Val Leu 
35 \ 40 45 

Leu Leu Lys Met Gin \Ala Arg Gly Ala Thr Leu Ala Arg Pro Pro Cys 
50 \ 55 60 

Cys Val Pro Thr Ala TVr Thr Gly Lys Leu Leu lie Ser Leu Ser Glu 
65 70\ /I 75 80 



Glu Arg lie Ser Ala His^ 
85 



*,1 Pro Asn Met Val Ala Thr Glu Cys 
90 95 



Gly Cys Arg 



(2) INFORMATION FOR SEQ ID NO:17^| 

<i) SEQUENCE CHARACTERISTICS) 

(A) LENGTH: 102 amino ac^ds 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NCfcl71: 

Cys Glu Leu His Asp Phe Ser Leu Ser Phe Ser Gin Leu Lys Trp Asp 
15 AO 15 

Asn Trp lie Val Ala Pro His Ser Tyr AsVi Pro Ser Tyr Cys Lys Gly 
20 25 \ 30 



Asp Cys Pro Ser Ala Val Ser His Arg TyrVsiy Ser Pro Val His Thr 
35 40 \ 45 
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Met Val Gin Asn Met lie Tyr Glu Lys Leu Asp Pro Ser Val Pro Ser 
50 \ 55 60 

Pro Ser fcys Val Pro Gly Lys Tyr Ser Pro Leu Ser Val Leu Thr lie 
65 \ 70 75 80 

Glu Pro Aip Gly Ser lie Ala Tyr Lys Glu Tyr Glu Asp Met Met Ala 
85 90 95 

Thr Ser Cys \Thr Cys Arg 
L00 

(2) INFORMATION FOR SEQ ID NO: 172: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTffl: 94 amino acids 

(B) TYPE: Amino acid 

(C) STRANDEtoNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPEA peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 172: 



Cys Val Leu Thr Ala lie His Leu Asn Val Thr Asp Leu Gly Leu Gly 
1 5 \ /I 10 15 



Tyr Glu Thr Lys Glu Glu 
20 

Asp Ala Ala Glu Thr Thr 
35 




Phe Arg Tyr Cys Ser Gly Ser Cys 

25 30 

r>Asp Lys lie Leu Lys Asn Leu Ser Arg 
40 45 



Asn Arg Arg Leu Val Ser Asn Lys Val Gly Gin Ala Cys Cys Arg Pro 
50 55 \ 60 



lie Ala Phe Asp Asp Asp Leu Ser Phe Leu Asp Asp Asn Leu Val Tyr 
65 70 \ 75 80 

His lie Leu Arg Lys His Ser AlA Lys Arg Cys Gly Cys lie 
85 \ 90 

(2) INFORMATION FOR SEQ ID NO: 173: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 95 amino acids 

(B) TYPE: amino acid 
<C) STRANDEDNESS : single 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:173:> 

Cys Gly Leu Arg Glu Leu Glu Val Arg Val S&r Glu Leu Gly Leu Gly 
1 5 10 \ 15 



Tyr Ala Ser Asp Glu Thr Val Leu Phe Arg Tyr\Cys Ala Gly Ala Cys 
20 25 \ 30 
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Glu Ala Ala Ala Arg Val Tyr Asp Leu Gly Leu Arg Arg Leu Arg Gin 
35 \ 40 45 

Arg Arg Arg iLeu Arg Arg Glu Arg Val Arg Ala Gin Pro Cys Cys Arg 
50 \ 55 60 

Pro Thr Ala Tlyr Glu Asp Glu Val Ser Phe Leu Asp Ala His Ser Arg 
65 \ 70 75 80 

Tyr His Thr Va^l His Glu Leu Ser Ala Arg Glu Cys Ala Cys Val 
85 90 95 

(2) INFORMATION FOR ]SEQ ID NO: 174: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH :\ 37 amino acids 

(B) TYPE: afttino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY^ linear 

(ii) MOLECULE TYPE:\ peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 174: . 

Leu Asp Leu Gin Glu Ala Ser Val Ala Asp Lys Leu Ser Phe Gly Lys 
1 5 \ 10 15 

Met Ala Glu Thr Arg Gly Thr Trp Thr Pro His Gin Gly Asn Asn His 
20 \ 25 30 

Val Arg Leu Pro Arg 
35 

(2) INFORMATION FOR SEQ ID NO:\j.75: 

(i) SEQUENCE CHARACTERISE 

(A) LENGTH: 37 aminoUa^cids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 
CD) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ III NO: 175: 

Leu Asp Leu Gin Glu Ala Pro Ala Ala Asp Glu Leu Ser Ser Gly Lys 
1 5 \ 10 15 

Met Ala Glu Thr Gly Arg Thr Trp Lyfc Pro His Gin Gly Asn Asn Asn 
20 25\ 30 

Val Arg Leu Pro Arg 
35 

(2) INFORMATION FOR SEQ ID NO: 176: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 93 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 
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(D) y-OPOLOGY: linear 
(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 176: 

Cys Val Leu Thr Ala lie His Leu Asn Val Thr Asp Leu Gly Leu Gly 
1 \ 5 10 15 

Tyr Glu Thr Lvs Glu Glu Leu lie Phe Arg Tyr Cys Ser Gly Ser Cys 
20\ 25 30 

Glu Ser Ala GluV Thr Met Tyr Asp Lys lie Leu Lys Asn Leu Ser Arg 
35 \ 40 45 

Ser Arg Arg Leu *£hr Ser Asp Lys Val Gly Gin Ala Cys Cys Arg Pro 
50 \ 55 60 

Val Ala Phe Asp Asp Asp Leu Ser Phe Leu Asp Asp Asn Leu Val Tyr 
65 A 70 75 80 

His lie Leu Arg Lys\His Ser Ala Lys Arg Cys Gly Cys 
85 \ 90 

(2) INFORMATION FOR SEQ id NO: 177: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 723 bkse pairs 

(B) TYPE: nucleic tecid 

(C) STRANDEDNESS: \ingle 

(D) TOPOLOGY: li 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION 
ATGGCTGCAG GAAGACTTCG GATCCTGTGT 
GGCTGGGTCC TTGATCTTCA AGAGGCTTCT 
GCAGAGACTA GAGGGACCTG GACGCCCCAT 
TCCCCAATTC CTTCTCTCAA AGCCCTCACT 
AGGTAACAAC CATGTCCGTC TTCCAAGAGC 
GACCCTACCA GTGGCTGAGC TGGGCCTGGG 
ATACTGTGCT GGCAGCTGTC CCCAAGAGGC 
GCTTCGAGGG CGGGGTCGAG CCCATGGCCG 
TGTGACCTTC CTTGATGATC AGCACCATTG 
TTGTGGCTGT GGTGGCTGAA GGAGGCCAGT 
GGCTGGGCTT TGAAAGGCTC AGGTGACATT 
GGGAAAGGAC CAGGGGTTTT TTGTTTCTTT 



NO: 177: 

ctgctgctcc tgtccttgca 
gtggcagata agctctcatt 
cagqgtaaga attcctgggg 
ttgccttaca atcctactct 
cttggctjggt tcatgccgac 
ctatgcctc:g gaggagaagg 
ccgtacccag cacagtctgg 
accctgctgq cagcccacca 
gcagcagctg vctcagctct 
ctggtgtctc agaatcacaa 
actagaaatt tqcataggta 

CTTTGCTTGC TTGTTAGTTT 



CCCGAGCCTC 
TGGGAAGATG 
GCCTCCCGAC 
ACCTTGCACT 
TGTGGAGCCT 
TCATCTTCCG 
TACTGGCCCG 
GCTATGCTGA 
CAGCTGCAGC 
GCATGAGACA 
AAGATAAGAA 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
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TTT \ 723 

(2) INFORMATION FOR SEQ ID NO: 178: 

(i)\ SEQUENCE CHARACTERISTICS: 
\ (A) LENGTH: 723 base pairs 
\ (B) TYPE: nucleic acid 
\(C) STRANDEDNESS: single 
YD) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 178: 

AAAAAAAAAA AAAAAACTAA CAAGCAAGCA AAGAAAGAAA CAAAAAACCC CTGGTCCTTT 60 

CCCTTCTTAT CTTTACCTAT GCAAATTTCT AGTAATGTCA CCTGAGCCTT TCAAAGCCCA 120 

GCCTGTCTCA TGCTTGTGAT TCTGAGACAC CAGACTGGCC TCCTTCAGCC ACCACAGCCA 180 

CAAGCTGCAG CTGAGAGGTG AGGCAGCTGC TGCCAATGGT GCTGATCATC AAGGAAGGTC 240 

ACATCAGCAT AGCTGGTGGG CTGGCAGCAG GGTCGGCCAT GGGCTCGACC CCGCCCTCGA 300 

AGCCGGGCCA GTACCAGACTy GTGCTGGGTA CGGGCCTCTT GGGGACAGCT GCCAGCACAG 3 60 

TATCGGAAGA TGACCTTCTC V)TCCGAGGCA TAGCCCAGGC CCAGCTCAGC C ACT GGT AGG 4 20 

GTCAGGCTCC ACAGTCGGCA TGAACCAGCC AAGGCTCTTG GAAGACGGAC ATGGTTGTTA 4 80 

CCTAGTGCAA GGTAGAGTAG GATTGTAAGG CAAAGTGAGG GCTTTGAGAG AAGGAATTGG 54 0 

GGAGTCGGGA GGCCCCCAGG AATTCTTAC£UTTGATGGGGC GTCCAGGTCC CTCTAGTCTC 600 

TGCCATCTTC CCAAATGAGA GCTTOTCTG^CTCAGAAGCC TCTTGAAGAT CAAGGACCCA 660 

GCCGAGGCTC GGGTGCAAGG ACAGGACCAG CAGAfCACAGG ATCCGAAGTC TTCCTGCAGC 720 

CAT \\^^ 723 

(2) INFORMATION FOR SEQ ID NO^ir7 9: 

(i) SEQUENCE CHARACTERISTIC^: 

(A) LENGTH: 471 base pairs 

(B) TYPE: nucleic acid \ 

(C) STRANDEDNESS: singleV 

(D) TOPOLOGY: linear \ 

(ii) MOLECULE TYPE: cDNA \ 

(xi) SEQUENCE DESCRIPTION: SEQ ID NQ:179: 

ATGGCTGCAG GAAGACTTCG GATCCTGTGT CTGCTGCTCC TGTCCTTGCA CCCGAGCCTC 60 

GGCTGGGTCC TTGATCTTCA AGAGGCTTCT GTGGCAGATA AGCTCTCATT TGGGAAGATG 120 

GCAGAGACTA GAGGGACCTG GACGCCCCAT CAGGGTAACM ACCATGTCCG TCTTCCAAGA 180 

GCCTTGGCTG GTTCATGCCG ACTGTGGAGC CTGACCCTAC CAGTGGCTGA GCTGGGCCTG 24 0 
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GGCTATGCCT CGGAGGAGAA GGTCATCTTC CGATACTGTG CTGGCAGCTG TCCCCAAGAG 
GCCCGTACCC WcACAGTCT GGTACTGGCC CGGCTTCGAG GGCGGGGTCG AGCCCATGGC 
CGACCCTGCT GCCAGCCCAC CAGCTATGCT GATGTGACCT TCCTTGATGA TCAGCACCAT 
TGGCAGCAGC TGCCTCAGCT CTCAGCTGCA GCTTGTGGCT GTGGTGGCTG A 
(2) INFORMATION FOR SEQ ID NO: 180: 

(i) SEQUENCE CHARACTERISTICS; 

(A) LENGTH: 471 base pairs 

(B) TxPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE : cDNA 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 180: 
TCAGCCACCA CAGCCACAAG V:TGCAGCTGA GAGCTGAGGC AGCTGCTGCC 
AT CAT C AAGG AAGGTCACAT QAGCATAGCT GGTGGGCTGG CAGCAGGGTC 
TCGACCCCGC CCTCGAAGCC GGGCCAGTAC CAGACTGTGC TGGGTACGGG 
ACAGCTGCCA G C AC AG TAT C GGAAGATGAC CTTCTCCTCC GAGGCATAGC 
CTCAGCCACT GGTAGGGTCA GGCTQCACAG TCGGCATGAA CCAGCCAAGG 



TTG 



ACGGACATGG TTGTTACCCT GATGGi 
AAATGAGAGC TTATCTGCCA CAGAAG 
GTGCAAGGAC AGGAGCAGCA GACACAG^T CCG 
(2) INFORMATION FOR SEQ ID N 



ICAGGTCCCT CTAGTCTCTG 
GATCA AGGACCCAGC 
GTCTT CCTGCAGCCA 



AATGGTGCTG 
GGCCATGGGC 
CCTCTTGGGG 
CCAGGCCCAG 
CTCTTGGAAG 
CCATCTTCCC 
CGAGGCTCGG 
T 



(i) SEQUENCE CHARACTERISTICS 

(A) LENGTH: 180 base pa\rs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: single> 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 181: 
ATGGCTGCAG GAAGACTTCG GATCCTGTGT CTGCTGCBCC TGTCCTTGCA CCCGAGCCTC 
GGCTGGGTCC TTGATCTTCA AGAGGCTTCT GTGGCAGA'BA AGCTCTCATT TGGGAAGATG 
GCAGAGACTA GAGGGACCTG GACGCCCCAT CAGGGTAAC^ ACCATGTCCG TCTTCCAAGA 
(2) INFORMATION FOR SEQ ID NO: 182: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 180 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 



aoo 

360 
420 
471 



60 
120 
180 
240 
300 
360 
420 
471 



60 
120 
180 
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(D) \TOPOLOGY: linear 
<ii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 182: 
TCTTGGAAGA CGGACATGGT TGTTACCCTG ATGGGGCGTC CAGGTCCCTC TAGTCTCTGC 
CATCTTCCCA AATGAGAGCT TATCTGCCAC AGAAGCCTCT TGAAGATCAA GGACCCAGCC 
GAGGCTCGGG TGCAAGGACA GGAGCAGCAG ACACAGGATC CGAAGTCTTC CTGCAGCCAT 
(2) INFORMATION FOR\SEQ ID NO: 183: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTHS 291 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPe\ cDNA 



60 
120 
180 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 183: 
GCCTTGGCTG GTTCATGCCG ACTGTGGAGC CTGACCCTAC CAGTGGCTGA GCTGGGCCTG 
GGCTATGCCT CGGAGGAGAA GGTCATCTTC CGATACTGTG CTGGCAGCTG TCCCCAAGAG 
GCCCGTACCC AGCACAGTCT GGTACllGGCC CGGCTTCGAG GGCGGGGTCG AGCCCATGGC 



CGACCCTGCT GCCAGCCCAC CAGCTAI 
TGGCAGCAGC TGCCTCAGCT CTCAGCTC 
(2) INFORMATION FOR SEQ ID NO: 



\TGTGACCT TCCTTGATGA TCAGCACCAT 
^GTGGCT GTGGTGGCTG A 



60 
120 
180 
240 
291 



(i) SEQUENCE CHARACTERISTIC 

(A) LENGTH: 291 base pa^irs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID\JO:184: 

TCAGCCACCA CAGCCACAAG CTGCAGCTGA GAGCTC^GGC AGCTGCTGCC AATGGTGCTG 60 

ATCATCAAGG AAGGTCACAT CAGCATAGCT GGTGGGC^GG CAGCAGGGTC GGCCATGGGC 120 

TCGACCCCGC CCTCGAAGCC GGGCCAGTAC CAGACTGT^pC TGGGTACGGG CCTCTTGGGG 180 

ACAGCTGCCA GCACAGT AT C GGAAGATGAC CTTCTCCTdp GAGGCATAGC CCAGGCCCAG 2 40 

CTCAGCCACT GGTAGGGTCA GGCTCCACAG TCGGCATGAA\ CCAGCCAAGG C 291 
(2) INFORMATION FOR SEQ ID NO: 185: 
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(i) sk 



UENCE CHARACTERISTICS: 
(A) LENGTH: 156 amino acids 
(b\ TYPE: amino acid 

(C) \ STRANDEDNESS: 

( D) \TOPOLOGY : linear 



(ii) MOLECQLE TYPE: peptide 



(xi) SEQUENCEX DESCRIPTION: SEQ ID NO: 185: 



Met Ala Ala Gly Arg Leu Arg lie Leu 
1 \ 5 



Cys 
10 



Leu Leu Leu Leu 



Ser Leu 
15 



His Pro Ser Leu\ Gly Trp Val Leu Asp 
20 \ 25 



Leu 



Gin Glu Ala Ser Val Ala 
30 



Asp Lys Leu Ser Phe Gly Lys Met Ala Glu 
35 \ 40 

Pro His Gin Gly Asp Asn His Val Arg Leu 

50 \ 55 



Thr Arg Gly Thr 
45 

Pro Arg Ala Leu 
60 



Trp Thr 
Ala Gly 



Ser Cys Arg Leu 
65 



Trp 



L Ser Leu Thr Leu 



Pro 



Val Ala Glu Leu 
75 



Gly Leu 
80 



Gly Tyr Ala Ser Glu C^Lu Lys Val lie 
85 



Phe 
90 



Arg Tyr Cys Ala 



Gly Ser 
95 



Cys Pro Gin Glu Ala 
100 



pin His 
105 



Ser 



Leu Val Leu Ala Arg Leu 
110 



Arg Gly Arg Gly Arg Ala 
115 

Tyr Ala Asp Val Thr Phe\ 
130 



Arg Pro Cys Cys Gin Pro Thr Ser 

120/ 125 

p Asp Gin His His Trp Gin Gin Leu 
140 



Pro Gin Leu Ser Ala Ala Ala V;ys Gly Cys Gly Gly 
145 150 \ 155 

(2) INFORMATION FOR SEQ ID NO: 186: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 amino acic 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO;l&6: 

Met Ala Ala Gly Arg Leu Arg lie Leu Cya Leu Leu Leu Leu Ser Leu 
1 5 10 \ 15 



His Pro Ser Leu Gly Trp Val Leu Asp Leu Eln Glu Ala Ser Val Ala 
20 25 \ 30 
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Asp Ly^ Leu Ser Phe Gly Lys Met Ala Glu Thr Arg Gly Thr Trp Thr 
35 40 45 

Pro His Gin Gly Asn Asn His Val Arg Leu Pro Arg 
50 \ 55 60 

(2) INFORMATION FOR SEQ ID NO: 187: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 96 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 187; 

Ala Leu Ala Gly Ser Cys Arg Leu Trp Ser Leu Thr Leu Pro Val Ala 
1 ^ 10 15 

Glu Leu Gly Leu GlW Tyr Ala Ser Glu Glu Lys Val lie Phe Arg Tyr 
20 \ 25 30 

Cys Ala Gly Ser Cys\Pro Gin Glu Ala Arg Thr Gin His Ser Leu Val 
35 \ 40 45 

Leu Ala Arg Leu Arg CiLy Arg Gly Arg Ala His Gly Arg Pro Cys Cys 
50 \ 550 60 



Gin Pro Thr Ser Tyr Al$ 

65. 70i 

Trp Gin Gin Leu Pro Gln^ 
85 



Thr Phe Leu Asp Asp Gin His His 
75 80 

3r Ala Ala Ala Cys Gly Cys Gly Gly 
90 95 



(2) INFORMATION FOR SEQ ID NO:lfi8: 

(i) SEQUENCE CHARACTERISTICS 

(A) LENGTH: 559 base pa\rs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 1 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NC\:188: 

ATGGCTGCAG GAAGACTTCG GATCTTGTTT CTGCTGCT\:C TGTCCTTGCA CCTGGGCCTT 60 

GGCTGGGTCC TTGATCTTCA AGAGGCTCCT GCGGCAGAT\3 AGCTCTCATC TGGGAAAATG 120 

GCAGAGACTG GAAGGACCTG GAAGCCCCAT CAGGGTAAGA\ ATTCTTGGGG GCCTCCTAAC 180 

TCTACAGTTC TTCCTCTCAA AGCCCTCACT TTGCCTCACA ^TCCTATTCT ACCTTGCACT 24 0 

AGGTAACAAC AATGTCCGCC TTCCAAGAGC CTTACCTGGT T^FGTGCCGGC TGTGGAGCCT 300 

GACCCTACCA GTGGCTGAGC TTGGCCTGGG CTATGCCTCA G/4GGAGAAGA TTATCTTCCG 3 60 
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ATACTGTGOT GGCAGCTGTC CCCAAGAGGT CCGTACCCAG CACAGTCTGG TGCTGGCCCG 
TCTTCGAGGG CAGGGTCGAG CTCATGGCAG ACCTTGCTGC CAGCCCACCA GCTATGCTGA 
TGTGACCTTCl CTTGATGACC ACCACCATTG GCAGCAGCTG CCTCAGCTCT CAGCCGCAGC 
TTGTGGCTGT Y3GTGGCTGA 
(2) INFORMATION FOR SEQ ID NO: 189: 

(i) SEQUENCE CHARACTERISTICS: 

(A) \ LENGTH: 559 base pairs 

(B) \TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(xi) SEQUENCeVdESCRIPTION: SEQ ID NO: 189: 
TCAGCCACCA CAGCCAC^AG CTGCGGCTGA GAGCTGAGGC AGCTGCTGCC 
GT CAT C AAGG AAGGTCAC^T CAGCATAGCT GGTGGGCTGG CAGCAAGGTC 
TCGACCCTGC CCTCGAAGAfc GGGCCAGCAC CAGACTGTGC TGGGTACGGA 



ACAGCTGCCA GCACAGTATi 
CTCAGCCACT GGTAGGG1 
GCGGACATTG TTGTTACCTA 
TGAGAGGAAG AACTGTAGAG 



GGA.KG&TAAT CTTCTCCTCT GAGGCATAGC 
XACkG CCGGCACAAA CCAGGTAAGG 
TGCAAGG7A GAATAGGATT GTGAGGCAAA 
CGGCC CCCAAGAATT CTTACCCTGA 



AGGTCCTTCC AGTCTCTGCC AtiTOT CCCAG ATGAGAGCTC ATCTGCCGCA 
GAAGATCAAG GACCCAGCCA AGGc\:CAGGT GCAAGGACAG GAGCAGCAGA 
GAAGTCTTCC TGCAGCCAT 
(2) INFORMATION FOR SEQ ID NO\190 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 471 base V^irs 

(B) TYPE: nucleic acic 

(C) STRANDEDNESS: sing\e 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



AATGGTGGTG 
TGCCATGAGC 
CCTCTTGGGG 
CCAGGCCAAG 
CTCTTGGAAG 
GTGAGGGCTT 
TGGGGCTTCC 
GGAGCCTCTT 
AACAAG AT CC 



420 
480 
540 
559 



60 
120 
180 
240 
300 
360 
420 
480 
540 
559 



(xi) SEQUENCE DESCRIPTION: SEQ ID\NO:190: 

ATGGCTGCAG GAAGACTTCG GATCTTGTTT CTGCT&CTCC TGTCCTTGCA CCTGGGCCTT 60 

GGCTGGGTCC TTGATCTTCA AGAGGCTCCT GCGGCAqATG AGCTCTCATC TGGGAAAATG 120 

GCAGAGACTG GAAGGACCTG GAAGCCCCAT CAGGGTA^CA ACAATGTCCG CCTTCCAAGA 180 

GCCTTACCTG GTTTGTGCCG GCTGTGGAGC CTGACCCTAC CAGTGGCTGA GCTTGGCCTG 24 0 
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ggctatgcctxcagaggagaa gattatcttc cgatactgtg ctggcagctg tccccaagag 

GTCCGTACCC AGCACAGTCT GGTGCTGGCC CGTCTTCGAG GGCAGGGTCG AGCTCATGGC 
AGACCTTGCT GGCAGCCCAC CAGCTATGCT GATGTGACCT tccttgatga ccaccaccat 
TGGCAGCAGC TG£CTCAGCT CTCAGCCGCA GCTTGTGGCT GTGGTGGCTG A 
(2) INFORMATICS FOR SEQ ID NO: 191: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 471 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOCOLOGY: linear 

(ii) MOLECULE \TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 191 
TCAGCCACCA CAGCCACAAG\ CTGCGGCTGA GAGCTGAGGC AGCTGCTGCC 
GTCATCAAGG AAGGTCACAT C AG CAT AG C T GGTGGGCTGG CAGCAAGGTC 
TCGACCCTGC CCTCGAAGAC GGGCCAGCAC CAGACTGTGC TGGGTACGGA 
ACAGCTGCCA GCACAGTATC GgVaGATAAT CTTCTCCTCT GAGGCATAGC 
CTCAGCCACT GGTAGGGTCA GGC^CCAC^G CCGGCACAAA CCAGGTAAGG 
GCGGACATTG TTGTTACCCT GATG$&SGCTT\ CCAGGTCCTT CCAGTCTCTG 



AG AT GAG AG C TCATCTGCCG CAGGf 
GTGCAAGGAC AGGAGCAGCA GP 



\GAT 



TTGAAGATCA AG G AC C C AG C 
CCGAAGTCTT CCTGCAGCCA 



AATGGTGGTG 
TGCCATGAGC 
CCTCTTGGGG 
CCAGGCCAAG 
CTCTTGGAAG 
CCATTTTCCC 
CAAGGCCCAG 
T 



(2) INFORMATION FOR SEQ ID NOKl92: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 180 base frairs 

(B) TYPE: nucleic acid\ 

(C) STRANDEDNESS: singly 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



300 
360 
420 
471 



60 
120 
180 
240 
300 
360 
420 
471 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 92 : 



ATGGCTGCAG GAAGACTTCG GATCTTGTTT CTGCTG^ 
GGCTGGGTCC TTGATCTTCA AGAGGCTCCT GCGGCAG^ 
GCAGAGACTG GAAGGACCTG GAAGCCCCAT CAGGGTAA(! 
(2) INFORMATION FOR SEQ ID NO: 193: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 180 base pairs 

(B) TYPE: nucleic acid 



TGTCCTTGCA CCTGGGCCTT 60 
AGCTCTCATC TGGGAAAATG 120 
ACAATGTCCG CCTTCCAAGA 180 
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(Ci STRANDEDNESS: single 
<D)\ TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 193: 
TCTTGGAAGG CGGACATTGT TGTTACCCTG ATGGGGCTTC CAGGTCCTTC CAGTCTCTGC 
CATTTTCCCA GATGAGAGCT CATCTGCCGC AGGAGCCTCT TGAAGATCAA GGACCCAGCC 
AAGGCCCAGG TGCAAGGACA GGAGCAGCAG AAACAAGATC CGAAGTCTTC CTGCAGCCAT 
(2) INFORMATION FOR V3EQ ID NO: 194: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : \ 2 9 1 base pairs 

(B) TYPE: mlcleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY:\ linear 

(ii) MOLECULE TYPE: \cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 194: 
GCCTTACCTG GTTTGTGCCG GCTGTGGAGC CTGACCCTAC CAGTGGCTGA GCTTGGCCTG 



GGCTATGCCT CAGAGGAGAA GATTA' 
GTCCGTACCC AGCACAGTCT GGTGCTGflpCC O 
AGACCTTGCT GCCAGCCCAC CAGCT 
TGGCAGCAGC TGCCTCAGCT CTCAGCO 
(2) INFORMATION FOR SEQ ID NO: 195' 



CGATACTGTG CTGGCAGCTG TCCCCAAGAG 
TCTTCGAG GGCAGGGTCG AGCTCATGGC 
GATGTGACCT TCCTTGATGA CCACCACCAT 
GCTTGTGGCT GTGGTGGCTG A 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 291 base pail 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



60 
120 
180 



60 
120 
180 
240 
291 . 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:\95: 

TCAGCCACCA CAGCCACAAG CTGCGGCTGA GAGCTGAGG^ AGCTGCTGCC AATGGTGGTG 60 

GT CAT C AAGG AAGGTCACAT CAGCATAGCT GGTGGGCTGG \CAGCAAGGTC TGCCATGAGC 120 

TCGACCCTGC CCTCGAAGAC GGGCCAGCAC CAGACTGTGC ^GGGTACGGA CCTCTTGGGG 180 

ACAGCTGCCA GCACAGTATC GGAAGATAAT CTTCTCCTCT Gi\GGCATAGC CCAGGCCAAG 24 0 

CTCAGCCACT GGTAGGGTCA GGCTCCACAG CCGGCACAAA CCAGGTAAGG C 2 91. 
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(2) INFORMATION FOR SEQ ID NO: 196: 

(i) V £ Q UENCE CHARACTERISTICS: 

t (A) LENGTH: 156 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 
)) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 196: 



Met Ala Ala Gly Arg Leu Arg lie Leu Phe Leu Leu Leu 
1 \ 5 10 



Leu Ser Leu 
15 



His Leu Gly ^eu Gly Trp Val Leu Asp Leu 

25 



Gin Glu Ala 



Pro Ala Ala 
30 



Asp Glu Leu Ser Ser Gly Lys Met Ala Glu Thr Gly Arg Thr Trp Lys 
35 \ 40 45 

Pro His Gin Gly\ Asn Asn Asn Val Arg Leu Pro Arg Ala Leu Pro Gly 
50 \ 55 60 

Leu Cys Arg Leu 1lrp Ser Leu Thr Leu Pro Val Ala Glu Leu Gly Leu 

65 \ 70 75 80 



Gly Tyr Ala Ser Glti Glu Lys lie lie Phe Arg Tyr Cys 
85 \ 90 



Ala Gly Ser 
95 



Cys Pro Gin Glu Val \t9f 'rihr Gin His Ser Leu Val Leu Ala Arg Leu 
100 \/ 105 110 



Arg Gly Gin Gly Arg Aj[ 
115 



Gly Arg Pro 
120 



Cys Cys Gin 
125 



Pro Thr Ser 



Tyr Ala Asp Val Thr 
130 



\Leu Asp Asp His 

L35 



His His Trp 
140 



Gin Gin Leu 



Pro Gin Leu Ser Ala Ala A\a Cys Gly Cys 
145 150 



Gly Gly 
155 



(2) INFORMATION FOR SEQ ID NO:19V 

(i) SEQUENCE CHARACTERISTICS^ 

(A) LENGTH: 60 amino aciyis 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 197: 

Met Ala Ala Gly Arg Leu Arg lie Leu Phe Leu Leu Leu Leu Ser Leu 
1 5 \ 10 15 



His Leu Gly Leu Gly Trp Val Leu Asp\Leu Gin Glu Ala Pro Ala Ala 
20 25 \ 30 
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\ 



Asp Glu Leu Ser Ser Gly Lys Met Ala Glu Thr Gly Arg Thr Trp Lys 

35 A 40 45 

Pro His Gin \Gly Asn Asn Asn Val Arg Leu Pro Arg 
50 \ 55 60 



(2) INFORMATION 




SEQ ID NO: 198: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 6 amino acids 

(B) TYPE: Vmino acid 

(C) STRANDDDNESS : 

( D ) TO POLOG V : linear 

(ii) MOLECULE TYPE\ peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 198: 

Ala Leu Pro Gly Leu Cys Arg Leu Trp Ser Leu Thr Leu Pro Val Ala 
1 5 \ 10 15 

Glu Leu Gly Leu Gly T^r Ala Ser Glu Glu Lys lie lie Phe Arg Tyr 
20 \ 25 30 

Cys Ala Gly Ser Cys ProXGln Glu Val Arg Thr Gin His Ser Leu Val 
35 \ 40 45 

Leu Ala Arg Leu Arg Gly &ln Gly Arg Ala His Gly Arg Pro Cys Cys 
50 ^5 60 

Gin Pro Thr Ser Tyr Ala AsV> Va3 Thr Phe Leu Asp Asp His His His 
65 70 \/ Z_ 75 80 

Trp Gin Gin Leu Pro Gin Leu|\Ser Alia Ala Ala Cys Gly Cys Gly Gly 
85 [\\ J 90 95 



(2) INFORMATION FOR SEQ ID NO:19S 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 291 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS: single 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1^9: 

GCCCTGTCTG GTCCATGCCA GCTGTGGAGC CTGACCCTGT\ CCGTGGCAGA GCTAGGCCTG 60 

GGCTACGCCT CAGAGGAGAA GGTCATCTTC CGCTACTGCG ^fCGGCAGCTG CCCCCGTGGT 120 

GCCCGCACCC AGCATGGCCT GGCGCTGGCC CGGCTGCAGG GlfCAGGGCCG AGCCCACGGT 180 

GGGCCCTGCT GCCGGCCCAC TCGCTACACC GACGTGGCCT TCpTCGATGA CCGCCACCGC .24 0 

TGGCAGCGGC TGCCCCAGCT CTCGGCGGCT GCCTGCGGCT GTdpTGGCTG A 2 91 
(2) INFORMATION FOR SEQ ID NO: 200: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 291 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) MOLECULE 



fPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 200: 
TCAGCCACCA CAGCCGCAGG CAGCCGCCGA GAGCTGGGGC AGCCGCTGCC AGCGGTGGCG 
GTCATCGAGG AAGGCCACGT OGGTGTAGCG AGTGGGCCGG CAGCAGGGCC CACCGTGGGC 
TCGGCCCTGG CCCTGCAGCC GGGCCAGCGC CAGGCCATGC TGGGTGCGGG CACCACGGGG 
GCAGCTGCCG GCGCAGTAGC GGAAGATGAC CTTCTCCTCT GAGGCGTAGC CCAGGCCTAG 
CTCTGCCACG G AC AGGGT C A GGCTCCACAG CTGGCATGGA CCAGACAGGG C 
(2) INFORMATION FOR SEQ ID\NO:201: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 91 base pairs 

(B) TYPE: nucleic aci 

(C) STRANDEDNESS: 3i/tgJ 

(D) TOPOLOGY: lineaV 

(ii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SfcQ ID NO:201: 
GCCCTGTCTG GTCCATGCCA GCTGTGGAGC CTGACCCTGT CCGTGGCAGA GCTAGGCCTG 
GGCTACGCCT CAGAGGAGAA GGTCATCTTC CffiCTACTGCG CCGGCAGCTG CCCCCGTGGT 
GCCCGCACCC AGCATGGCCT GGCGCTGGCC CGGCTGCAGG GCCAGGGCCG AGCCCACGGC 
GGGCCCTGCT GCCGGCCCAC TCGCTACACC GACGTGGCCT TCCTCGATGA CCGCCACCGC 
TGGCAGCGGC TGCCCCAGCT CTCGGCGGCT GCCT(\cGGCT GTGGTGGCTG A 
(2) INFORMATION FOR SEQ ID NO: 202: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 291 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



60 
120 
180 
240 
291 



60 
120 
180 
240 
291 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 202:^ 
TCAGCCACCA CAGCCGCAGG CAGCCGCCGA GAGCTGGGGC AdCCGCTGCC AGCGGTGGCG 



60 



48063550.doc 



205 



GTCATCGAGG AAGGCCACGT CGGTGTAGCG AGTGGGCCGG CAGCAGGGCC CGCCGTGGGC 120 

TCGGCCCTGG CCCTGCAGCC GGGCCAGCGC CAGGCCATGC TGGGTGCGGG CACCACGGGG 180 

GCAGCTGCCG GCGCAGTAGC GGAAGATGAC CTTCTCCTCT GAGGCGTAGC CCAGGCCTAG 240 

CTCTGCCACG GACAGGGTCA GGCTCCACAG CTGGCATGGA CCAGACAGGG C ,291 
(2) INFORMATION \FOR SEQ ID NO: 203: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 471 base pairs 

(B) TYPE: nucleic acid 

(C) STR^NDEDNESS: single 

(D) TOPOLOGY: linear 

<ii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 203: 

ATGGCCGTAG GGAAGTTCCT GCTGGGCTCT CTGCTGCTCC TGTCCCTGCA GCTGGGACAG 60 

GGCTGGGGCC CCGATGCCCG TGGGGTTCCC GTGGCCGATG GAGAGTTCTC GTCTGAACAG 120 

GTGGCAAAGG CTGGAGGGAC CTGGCTGGGC ACCCACCGCC CCCTTGCCCG CCTGCGCCGA 180 

GCCCTGTCTG GTCCATGCCA GCTGTGGAGC CTGACCCTGT CCGTGGCAGA GCTAGGCCTG 24 0 

GGCTACGCCT CAGAGGAGAA GGTCATCT^C CGCTACTGCG CCGGCAGCTG CCCCCGTGGT 300 

GCCCGCACCC AGCATGGCCT GGCGCTC^trsrGGCTGCAGG GCCAGGGCCG AGCCCACGGT 3 60 

GGGCCCTGCT GCCGGCCCAC TCGCtJcACC G^CGTGGCCT TCCTCGATGA CCGCCACCGC 420 

TGGCAGCGGC TGCCCCAGCT CTCGte€€fSCT GCCTGCGGCT GTGGTGGCTG A 471 
(2) INFORMATION FOR SEQ ID NO:Y04: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 471 base fcairs 

(B) TYPE: nucleic acim 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear \ 

(ii) MOLECULE TYPE: cDNA \ 

Cxi) SEQUENCE DESCRIPTION: SEQ ID NO : 204 : 

TCAGCCACCA CAGCCGCAGG CAGCCGCCGA GAGCTGGGGC AGCCGCTGCC AGCGGTGGCG 60 

GTCATCGAGG AAGGCCACGT CGGTGTAGCG AGTGGGCCGG CAGCAGGGCC CACCGTGGGC 120 

TCGGCCCTGG CCCTGCAGCC GGGCCAGCGC CAGGCCATGC TGGGTGCGGG CACCACGGGG 180 

GCAGCTGCCG GCGCAGTAGC GGAAGATGAC CTTCTCCtTCT GAGGCGTAGC CCAGGCCTAG 24 0 

CTCTGCCACG GACAGGGTCA GGCTCCACAG CTGGCATGGA CCAGACAGGG CTCGGCGCAG 300 

GCGGGCAAGG GGGCGGTGGG TGCCCAGCCA GGTCCCTCCA GCCTTTGCCA CCTGTTCAGA 360 
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CGAGAACTCT CCATCGGCCA CGGGAACCCC ACGGGCATCG GGGCCCCAGC CCTGTCCCAG 
CTGCAGGGAC AGGAGCAGCA GAGAGCCCAG CAGGAACTTC CCTACGGCCA T 
(2) INFORMATIOnWoR SEQ ID NO: 205: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 471 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE T^PE : cDNA 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 205: 
ATGGCCGTAG GGAAGTTCCT GCTGGGCTCC CTGCTGCTCC TGTCCCTGCA GCTGGGACAG 
GGCTGGGGCC CCGATGCCCG TffiGGGTTCCC GTGGCCGATG GAGAGTTCTC GTCTGAACAG 
GTGGCAAAGG CTGGAGGGAC CTGGCTGGGC ACCCACCGCC CCCTTGCCCG CCTGCGCCGA 
GCCCTGTCTG GTCCATGCCA GCTGTGGAGC CTGACCCTGT CCGTGGCAGA GCTAGGCCTG 
GGCTACGCCT CAGAGGAGAA GGTOATCTTC CGCTACTGCG CCGGCAGCTG CCCCCGTGGT 
GCCCGCACCC AGCATGGCCT GGCGOJTGGCC CGGCTGCAGG GCCAGGGCCG AGCCCACGGC 
GGGCCCTGCT GCCGGCCCAC TCGCT^AC$T ^ACGTGGCCT TCCTCGATGA CCGCCACCGC 

A 



TGGCAGCGGC TGCCCCAGCT CTCGGO 
(2) INFORMATION FOR SEQ ID NO: 



GCCTGCGGCT GTGGTGGCTG 



06: 



:s: 



(i) SEQUENCE CHARACTERISE 

(A) LENGTH: 471 base*f3airs 

(B) TYPE: nucleic acid) 

(C) STRANDEDNESS: singl\ 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



420 
471 



60 
120 
180 
240 
300 
360 
420 
471 



(xi) SEQUENCE DESCRIPTION: SEQ ID\NO:206: 

TCAGCCACCA CAGCCGCAGG CAGCCGCCGA GAGCT$GGGC AGCCGCTGCC AGCGGTGGCG 60 

GTCATCGAGG AAGGCCACGT CGGTGTAGCG AGTGGG$CGG CAGCAGGGCC CGCCGTGGGC 120 

TCGGCCCTGG CCCTGCAGCC GGGCCAGCGC CAGGCCA^GC TGGGTGCGGG CACCACGGGG 180 
GCAGCTGCCG GCGCAGTAGC GGAAGATGAC CTTCTCCT(\T GAGGCGTAGC CCAGGCCTAG - 24 0 

CTCTGCCACG GACAGGGTCA GGCTCCACAG CTGGCATGG^ C C AG AC AGGG CTCGGCGCAG 300 

GCGGGCAAGG GGGCGGTGGG TGCCCAGCCA GGTCCCTCCA \GCCTTTGCCA CCTGTTCAGA 3 60 

CGAGAACTCT CCATCGGCCA CGGGAACCCC ACGGGCATCG GGGCCCCAGC CCTGTCCCAG 4 20 

CTGCAGGGAC AGGAGCAGCA GGGAGCCCAG CAGGAACTTC CCTACGGCCA T 471 
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(2) INFORMATION FOR SEQ ID NO: 207: 

(i) SEQUENCE CHARACTERISTICS: 

(A) \ LENGTH: 69 base pairs 

(B) \TYPE: nucleic acid 

(C) \STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCER DESCRIPTION : SEQ ID NO: 207: 
ATGGCCGTAG GGAAGTTlpCT GCTGGGCTCT CTGCTGCTCC TGTCCCTGCA GCTGGGACAG 
GGCTGGGGC 

(2) INFORMATION FOR \SEQ ID NO:208: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH A 69 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOG^A: linear 

(ii) MOLECULE TYPE :\ cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:208: 
GCCCCAGCCC TGTCCCAGCT GCAQGGACAG GAGCAGCAGA GAGCCCAGCA GGAACTTCCC 
TACGGCCAT 



60 
69 



60 
69 



(2) INFORMATION FOR SEQ ID !> 



ro9^ 

(i) SEQUENCE CHARACTERISTICS : > 

(A) LENGTH: 69 bas\e|\pai 

(B) TYPE: nucleic 

(C) STRANDEDNESS: s%r\gle 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ\ID NO: 209: 
ATGGCCGTAG GGAAGTTCCT GCTGGGCTCC CTGCTGCTCC TGTCCCTGCA GCTGGGACAG 
GGCTGGGGC 

(2) INFORMATION FOR SEQ ID NO: 210: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 69 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



60 
69 



(ii) MOLECULE TYPE: cDNA 



48063550.doc 




208 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 210: 
GCCCCAGCCC TGTCCpAGCT GCAGGGACAG GAGCAGCAGG GAGCCCAGCA GGAACTTCCC 
TACGGCCAT 

(2) INFORMATION Fdp SEQ ID NO:211: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: .111 base pairs 

(B) TYPE: Viucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



60 
69 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:211: 
CCCGATGCCC GTGGGGTTCC CGTGGCCGAT GGAGAGTTCT CGTCTGAACA GGTGGCAAAG 
GCTGGAGGGA CCTGGCTGGG CACCCACCGC CCCCTTGCCC GCCTGCGCCG A 
(2) INFORMATION FOR SEQ II>NO:212: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 111 bkse^pairs 

(B) TYPE: nucleic\afci 

(C) STRANDEDNESS: jfy^ngj^! 

(D) TOPOLOGY: line 

(ii) MOLECULE TYPE: cE)N£ 



60 
111 



(xi) SEQUENCE DESCRIPTION: 3^EQ ID NO: 212: 
TCGGCGCAGG CGGGCAAGGG GGCGGTGGGT \GCCCAGCCAG GTCCCTCCAG CCTTTGCCAC 60 
CTGTTCAGAC GAGAACTCTC CATCGGCCAC 6GGAACCCCA CGGGCATCGG G 111 
(2) INFORMATION FOR SEQ ID NO: 213: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 180 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID Np:213; 
ATGGCCGTAG GGAAGTTCCT GCTGGGCTCT CTGCTGqTCC TGTCCCTGCA GCTGGGACAG 60 
GGCTGGGGCC CCGATGCCCG TGGGGTTCCC GTGGCCG&TG GAGAGTTCTC GTCTGAACAG 120 
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GTGGCAAAGG CTGGAGGGAC CTGGCTGGGC ACCCACCGCC CCCTTGCCCG CCTGCGCCGA 
(2) INFORMATION FOR SEQ ID NO:214: 

(i) SEQUENCE (CHARACTERISTICS : 

(A) LENGTH: 180 base pairs 

(B) TYPE : \ nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYBE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 214: 
TCGGCGCAGG CGGGCAAGGG GGCGGTGGGT GCCCAGCCAG GTCCCTCCAG CCTTTGCCAC 
CTGTTCAGAC GAGAACTCTC CATCGGCCAC GGGAACCCCA CGGGCATCGG GGCCCCAGCC 
CTGTCCCAGC TGCAGGGACA GG^GCAGCAG AGAGCCCAGC AGGAACTTCC CTACGGCCAT 
(2) INFORMATION FOR SEQ flp NO: 215: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 180 base pairs 

(B) TYPE: nuclei* acid 

(C) STRANDEDNESS :\ single 

(D) TOPOLOGY: linV 

(ii) MOLECULE TYPE: cDNi 

(xi) SEQUENCE DESCRIPTIOTfltA SEQ ID NO:215: 
ATGGCCGTAG GGAAGTTCCT GCTGGGCT<3c CTGCTGCTCC TGTCCCTGCA GCTGGGACAG 
GGCTGGGGCC CCGATGCCCG TGGGGTTCCu GTGGCCGATG GAGAGTTCTC GTCTGAACAG 
GTGGCAAAGG CTGGAGGGAC CTGGCTGGGC \ACCCACCGCC CCCTTGCCCG CCTGCGCCGA 
(2) INFORMATION FOR SEQ ID NO:21< 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 180 base paiifs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



180 



60 
120 
180 



60 
120 
180 



(xi) SEQUENCE DESCRIPTION: SEQ ID lpO:216: 

TCGGCGCAGG CGGGCAAGGG GGCGGTGGGT GCCCAdpCAG GTCCCTCCAG CCTTTGCCAC 60 

CTGTTCAGAC GAGAACTCTC CATCGGCCAC GGGAACCCCA CGGGCATCGG GGCCCCAGCC 120 

CTGTCCCAGC TGCAGGGACA GGAGCAGCAG GGAGCCC^GC AGGAACTTCC CTACGGCCAT 180 
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(2) INFORMATION FOR SEQ ID NO: 217: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 156 amino acids 

(B) TYPE :\ amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



<xi) SEQUENCE DESCRIPTION : SEQ ID NO:217: 



Met Ala Val Gly Lys Phe Leu Leu Gly Ser Leu Leu 
1 5\ 10 



Leu Leu Ser Leu 
15 



Gin Leu Gly Gin GlW Trp Gly Pro Asp Ala Arg Gly 
20 1 25 

Asp Gly Glu Phe Sen Ser Glu Gin Val Ala Lys Ala 
35 \ 40 



Val Pro Val Ala 
30 

Gly Gly Thr Trp 
45 



Leu Gly Thr His Arg \Pro Leu Ala Arg Leu Arg Arg 
50 \ 55 60 



Ala Leu Ser Gly 



Pro Cys Gin Leu Trp Spr Leu Thr Leu Ser 
65 



Val Ala 
75 



Glu Leu Gly Leu 
80 



Gly Tyr Ala Ser Glu Glu Lys Val lie Phe Arg Tyr 
85 \ 90 



Cys Ala Gly Ser 
95 



Cys Pro Arg Gly Ala Arg\ 
100 

Gin Gly Gin Gly Arg Ala 
115 

Tyr Thr Asp Val Ala Phe 
130 



]Gln His Gly 
105 



Leu Ala Leu Ala Arg Leu 
110 



is Gl^ Gly Pro Cys Cys 

Asp Asp Arg His Arg 
140 



Arg Pro Thr Arg 
125 

Trp Gin Arg Leu 



Pro Gin Leu Ser Ala Ala Ali^ Cys Gly Cys 
145 150 



Gly Gly 
155 



(2) INFORMATION FOR SEQ ID NO: 218 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 amino aci\ls 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi> SEQUENCE DESCRIPTION: SEQ ID\NO:218: 

Met Ala Val Gly Lys Phe Leu Leu GlLy Ser Leu Leu Leu Leu Ser Leu 
1 5 \ 10 15 

Gin Leu Gly Gin Gly Trp Gly Pro Asfc Ala Arg Gly Val Pro Val Ala 
20 25\ 30 
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Asp Gly Glu Hhe Ser Ser Glu Gin Val Ala Lys Ala Gly Gly Thr Trp 
35 \ 40 45 

Leu Gly Thr His Arg Pro Leu Ala Arg Leu Arg Arg 
50 \ 55 60 

(2) INFORMATION FOR \SEQ ID NO: 219: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH! 23 amino acids 

(B) TYPE: Amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 219: 

Met Ala Val Gly Lys\ Phe Leu Leu Gly Ser Leu Leu Leu Leu Ser Leu 
1 5 \ 10 15 

Gin Leu Gly Gin Gly \rrp Gly 
20 

(2) INFORMATION FOR SEQ ltf^NO:220: 

(i) SEQUENCE CHARACTERISTICS 

(A) LENGTH: 37 amVn$/a)bids 

(B) TYPE: amino a 

(C) STRANDEDNESS: 

(D) TOPOLOGY: lin 

(ii) MOLECULE TYPE: pept 



(xi) SEQUENCE DESCRIPTION: \SEQ ID NO: 220: 

Pro Asp Ala Arg Gly Val PrA Val Ala Asp Gly Glu Phe Ser Ser Glu 
1 5 \ 10 15 

Gin Val Ala Lys Ala Gly Gly Thr Trp Leu Gly Thr His Arg Pro Leu 
20 \ 25 30 

Ala Arg Leu Arg Arg 
35 

(2) INFORMATION FOR SEQ ID NO: 221: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 96 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO\221: 
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Ala Leu Ser Gly Pro Cys Gin Leu Trp Ser Leu Thr Leu Ser Val Ala 
1 \ 5 10 15 

Glu Leu Gly Le\u Gly Tyr Ala Ser Glu Glu Lys Val lie Phe Arg Tyr 
20\ 25 30 

Cys Ala Gly Ser\ Cys Pro Arg Gly Ala Arg Thr Gin His Gly Leu Ala 
35 \ 40 45 

Leu Ala Arg Leu pin Gly Gin Gly Arg Ala His Gly Gly Pro Cys Cys 
50 \ 55 60 

Arg Pro Thr Arg Tyr Thr Asp Val Ala Phe Leu Asp Asp Arg His Arg 
65 \ 70 75 80 

Trp Gin Arg Leu Pro Gin Leu Ser Ala Ala Ala Cys Gly Cys Gly Gly 
85\ 90 95 

(2) INFORMATION FOR SEQ \ID NO: 222: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 26*Abase pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: liViear 

(ii) MOLECULE TYPE: eDIS 



(xi) SEQUENCE DESCRIPTIOl 
TGCCAGCTGT GGAGCCTGAC CCTGTCCl 
GAGAAGGTCA TCTTCCGCTA CTGCGCO 
GGCCTGGCGC TGGCCCGGCT GCAGGGC 
CCCACTCGCT ACACCGACGT GGCCT 
CAGCTCTCGG CGGCTGCCTG CGGCTGT 
(2) INFORMATION FOR SEQ ID NO:22 3\: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 9 amino aci^is 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



SEQ ID NO:222: 

CAGAGCTAG GCCTGGGCTA CGCCTCAGAG 

GCCCCC GTGGTGCCCG CACCCAGCAT 

GJ^CCGAGCCC ACGGTGGGCC CTGCTGCCGG 

GATGACCGCC ACCGCTGGCA GCGGCTGCCC 



60 
120 
180 
240 
267 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:223: 

Cys Gin Leu Trp Ser Leu Thr Leu Selr Val Ala Glu Leu Gly Leu Gly 

1 5 \ 10 15 

Tyr Ala Ser Glu Glu Lys Val lie Phe\ Arg Tyr Cys Ala Gly Ser Cys 
20 25 \ 30 

Pro Arg Gly Ala Arg Thr Gin His Gly ILeu Ala Leu Ala Arg Leu Gin 
35 40 \ 45 
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Gly Gin Glyl Arg Ala His Gly Gly Pro Cys Cys Arg Pro Thr Arg Tyr 
50 \ 55 60 

Thr Asp Val Wla Phe Leu Asp Asp Arg His Arg. Trp Gin Arg Leu Pro 
65 \ 70 75 80 

Gin Leu Ser i^La Ala Ala Cys Gly Cys 
85 

(2) INFORMATION FOR\ SEQ ID NO: 224: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH A 5 amino acids 

(B) TYPE: akino acid 

(C) STRANDEBNESS: single 

(D) TOPOLOG^: linear 

(ii) MOLECULE TYPE} peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:224: 

Ala Leu Ser Gly Pro! 
1 5 

(2) INFORMATION FOR SEQ 16 NO: 225: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 bise pairs 

(B) TYPE: nucleic\acid 

(C) STRANDEDNESS : \single 

(D) TOPOLOGY: lineWr 

(ii) MOLECULE TYPE: cDNA 1 



(xi) SEQUENCE DESCRIPTION : \ SEQ IJ3 NO: 225: 
GTSASYGASY TGGGYCTGGG CTAY 
(2) INFORMATION FOR SEQ ID NO: 226 

(i) SEQUENCE CHARACTERISTICS 

(A) LENGTH: 24 base pai^rs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: singl^ 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



24 



(xi) SEQUENCE DESCRIPTION: SEQ \D NO:226: 

TTYMGSTACT GCRSMGGCKC YTGC 

(2) INFORMATION FOR SEQ ID NO: 227: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 24 base pairs 



24 
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(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

( D) TOPOLOGY : linear 

(ii) MOLECULE\ TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:227: 
RWAGGCSRTS GGKCKGCARC AKGS 
(2) INFORMATION FOR $EQ ID NO: 228: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : \ 21 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGYt linear 

(ii) MOLECULE TYPE:\ cDNA 



24 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 228: 
MKCRTCYARR AASGACASST C 
(2) INFORMATION FOR SEQ lb NO: 229: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 168 )JasW~phXrs 

(B) TYPE: nuclei 6rcid 

(C) STRANDEDNES: 

(D) TOPOLOGY: li| 

(ii) MOLECULE TYPE: cDl 



21 



(xi) SEQUENCE DESCRIPTION^: SEQ ID NO: 229: 

CGGCTTGTGA CCGAGCTGGG CCTGGGCTLAC GCCTCAGAGG AGAAGGTCAT CTTCCGCTAC 

TGCGCCGGCA GCTGCCCCCG TGGTGCCCGC ACCCAGCATG GCCTGGCGCT GGCCCGGCTG 

CAGGGCCAGG GCCGAGCCCA CGGCGGGCCC TGCTGCCGCC CCATGGCC 

(2) INFORMATION FOR SEQ ID NO:23l 

(i) SEQUENCE CHARACTERISTIC^: 
(A) LENGTH: 20 base pai^s 
. (B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



60 
120 
168 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 230: 
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GAGGAGAAGG TCATCTTCCG 

(2) INFORMATION FOR SEQ ID NO: 231: 

(i) SEQUENCE CHARACTERISTICS: 
(AX LENGTH: 20 base pairs 
(BnTYPE: nucleic acid 

(C) \sTRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECtFLE TYPE: cDNA 



(xi) SEQUENCER DESCRIPTION: SEQ ID NO:231 
GCCGTGGGCT CGGCCCTGGC 
(2) INFORMATION FOR SEQ ID NO: 232: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDS DNESS : single 

(D) TOPOLOGY : linear 

(ii) MOLECULE TYPEl: cDNA 



(xi) SEQUENCE DESCR3 
AGAGGAGAAG GTCATCTTCC GCi 
(2) INFORMATION FOR SEQ 



,SEQ ID NO:232 



tfb:233: 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 20 b<lse pairs 

(B) TYPE: nucleic\acid 

(C) STRANDEDNESS: \single 

(D) TOPOLOGY: linelar 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: \SEQ ID NO: 2 33 
CTCGGCCCTG GCCCTGCAGC 
(2) INFORMATION FOR SEQ ID NO: 

(i) SEQUENCE CHARACTERISTICS 

(A) LENGTH: 20 base paiVs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: singl€ 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: CDNA 
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* 



\ 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 234: 
TGCAGCCGGG CCAGCGCCAG 
(2) INFORMATION FOR SEQ ID NO:235: 

(i) SEQUENCE CHARACTERISTICS: 

(A) DENGTH : 31 base pairs 

(B) TCfPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



20 



(xi) SEQUENCE 
CGCGGATCCA TGCCTG 
(2) INFORMATION FOl 



DESCRIPTION: SEQ ID NO: 235: 
CGAG^GTGCA G 
'ID NO:236: 



31 



(i) SEQUENCE djlARACTERISTICS : 

(A) LENGTH: 31 base pairs 

(B) TYPE: \nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 236: 
CGCGGATCCA TGGCCGTAGG G^AGTTCCTG C 
(2) INFORMATION FOR SEQ tD NO: 237: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleit acid 

(C) STRANDEDNESS* single 

(D) TOPOLOGY: liAear 

(ii) MOLECULE TYPE: cDNJ 



31 



(xi) SEQUENCE DESCRIPTION! SEQ ID NO: 237: 
CTCCCAAGCT TTTACTTGTC ATCGTCGTCC TTGTAGTCGC CACCACAGCC GCAGGCAGCC 



60 



(2) INFORMATION FOR SEQ ID NO: 



IS: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pdirs 

(B) TYPE: nucleic acid\ 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: cDNA 
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(xi) SEQU 
CTCCCAAGCT TTT, 
(2) INFORMATION 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 base pairs 

(B) TYRE: nup^eic acid 

(C) STRkNDEdNEfSS: single 

(D) TOPQLQjGyj/lTn^ar 

(ii) MOLECULE 




PTION: SEQ ID NO: 238: 
ATCGTCGTCC TTGTAGTCTC GAGGAAGGCC ACGTCGGTG 
D NO:239: 



59 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 239: 
TCAGCCACCA CAGCCGCAGcA CAGCC 



25 
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